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FIG. 7

TAATACGACTCACTATAGGGACATTTGCTTCTGACACAACTATGTTCACTAGCAALCTCAAACAGECTAGC
CACCATGOACTATAAGGACCACGACGGAGACTACAAGGATCATGATATTGATTACAARGACGATGACGAT
AAGATGGCCCCAAAGAAGAAGCGGAAGGTCGGTATCCACGGAGTCCCAGCAGLUGTAGATTTGAGAACTT
TEGGATATTCACAGCAGCAGCAGGAAAAGATCAAGCCCAAAGTGAGGTCGACAGTCGCGCAGCATCACSA
AGCGLTGGTGGEGTCATAGGT TTALCACATGCCCACATCGTAGCCTTGTCGCAGCACCCTGCAGCLCLCTTGEC
ACGOTCGLCRTCAAGTACCAGGACATGATTGLGGCGTTGCCGGAAGCCACACATGAGGCGATCGTLGGTG
TGGGGAARACAGTHGAGCGGAGCCCGAGLGCTTGAGGCLCTGTTGACGETCGLGEGAGAGCTGAGAGGGLC
TCCCETTCAGCTOGACACGGGCCAGTTGCTGAAGATCGCGAAGCGGOGAGGAGTEACGEGLGETCGAGHLG
GTGCACGCGTGGCGCAATGCGCTCACGOGAGCACCCCTCAACCTGACCCCAGAGLAGGTCGTGGECAATTG
CGAGUK (B2 ) XJcGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGLLTGTGCTGTGCCAAGLCGLA
CGOACTTACGLCAGAGE AGGTCGTGGCAATTIGCGAGI (B3 )X eGGEGGAAAGCAGGLACTCGAAACCGTC
CAGAGGTYGCTGCCTATGUTGTGCCAAGCGLACGGACTAACCLCAGAGCAGGTCGTGGLAATTGCGAGLX
(@4 ) X|GGEGGAAAGCAGGCACTCGAAACCGTCLAGAGGTTGLTGCCTGTGCTGTGCCAAGLGCACGGGTT
GACCCCAGAGCAGGTCOTGOLAATTELGAGCX (RS ) XIGGGRGEGAAAGLAGGCACTCGAAALCGTCCAGASRG
TTGCTGCCTGTGCTGTGCCAAGCGCACGGCCTGACCCCAGAGCAGGTCGTGGUAATTGLGAGCX (@6 ) X6
GEGGAAAGCAGGCACTIGAAACCGTCCAGAGGTTGCTGCCTIGTGLTGTSCCAAGCGLACGGACTRACALC
MMMG@TEGTGGE:MTTGCMGEGGGGG,&.MGCMGCMTCGMMCGTECAGMGTTGC?G
CCTOTGCTGTGCCAAGCGCACGGALCTTACACCCGAACAAGTCGTGGCAATTGCGAGHX {88)YXGGGGGAA
AGCAGGCACTCGAAACCSTCCAGAGESTTGCTGCLTGTGCTGTGCCAAGCGCALCGEACTTACGCCAGAGLA
GGTCGTGGCAATTGOGAGEM (B9 I XNGOGGGAAAGLAGGCACTCGAAALCGTCCAGAGGTTGOTGCETGRTG
(TGTGCCAAGCGCACGGACTAACCCCAGAGCAGGTCGTGGCAATTGUGAGCIX (1) X[6GGGGAAAGCAGG
CACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTOTGCCAAGEGCACGHEGTTGACCCCAGAGCAGGTCGT
GGUAATTGCOAGCX( L1 Y XIGGGGGAAAGCARGECACTIGAAACCOGTCCAGAGGTTGCTGCCTGTGELTGTRL
CAAGCGCACGGLCTGACCCCAGAGLAGGTCOTGGCAATTGLGAGX (12 XGGGGEGABAGCAGGCACTLAG
AAACEGTCCﬁGAGGTTGCTGECTGTGETGTGiEAAGCGCﬂCGGﬂCTGﬂCﬁCEQGAGCﬂGGTEETGGEAﬂT
. Y XGGGGOAMAGCAGGLACTCGAAACCGTCCAGAGGTTGCTGCCTGTGLTGTGCCAAGLG
CACGGCCTCACCCCAGAGCAGGTCGTGGCAATTGCGAGOR (14 oGGGGAAAGLAGGCACTCGAAACCG
TCCAGAGGTTRECTGCCTGTGCTGTGCCAAGLGCACGGACTTIACGLCAGAGLCAGGTCGTGEGCAATTGCGARG
CR{15)XGGGGEGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGLTGCCTGTGCTGTGLCLCAAGLGCACGGA
CTAACCCCAGAGCAGGTLGTGGCAATTGCRAGE (16 Y X[GGGGGAAAGCAGGCACTCGAAACCGTCCAGA
GGETTGCTGCCTGTGCTGYGCLAAGCGLACGGGTTHACCCCAGAGCAGGTCOTGRLAATYGLGAGCX (17
XGGGGGAAAGCAGGLACTCOAAACCGTLCAGAGGTTGCTGLLTGYGLTGTGCLAAGCGLACGGCLTAALC
CCAGAGCAGGTCGTGGLAATTGCGAGCI {18 XGGGGEAAAGCAGGCACTCGAAACCGTCCAGARGGTTSC
TGCLTETGECTRTGCCAAGCGCACGGACTGACACCAGAGCAGGTEGTGGLAATTGLGAGLK{19)XGGGEGA
AAAGLAGGCACTCGAAACCGTCCAGAGGTTGLTGCLTETGUTGTGCCAAGLGCACGGACTCACGCLTGAR
CAGGTAGTGGCTATTGCATCUX {20 I MGGGOGLAGACCCGCACTOGAGTCAATLCGTGGCLCCAGCTYTTICGA
GGCCGGALCCCCGLGCTOGCCGCACTCACTAATGATCATCTTGTAGCGLTGGCCTHCCTLGGIGGAEGALC
(GCCTTGOGATGLGGTGAAGAAGGGGLCTCCCGLACGLGCUTGCATTIGATTAAGCGGACCAACAGAAGGATT
CCCGAGAGGACATCACATCGAGTGGECAGGTTCCCAACTCGTGAAGAGTGAACTTGAGGAGAAAAAGTCGGR
AGCTGUGGCACAAATTGAAATACGTACCGCATGAATACATCGAALTTATCGAAATTGLTAGGAACTCGAC
TCAAGACAGAATCCTTGAGATGAAGETAATGGAGT TCTTTATGAAGGTTTATGGATACCGAGGGAAGCAT
CYCGGTGGATCACGAAAACCCGACGGAGCAATCTATACGGTGGGGAGCUCCGATTGATTACGGAGTGATEG
TCGACACGARAGCLTACAGCGGTGGGTACAATCTTCCCATCGGGCAGGCAGATGAGATGCAACGTTATST
(GAAGAABATCAGACCAGGAACAAACACATCAATCCAAATGAGTGGTOGAAAGTGTATLCTTCATCAGTAG
ACCGAGTTITAAGTT TYITGT T TETCTCTGGGLATTTICAAAGGCAALTATAAGGCCCAGETCACALCGGTTSA
ATCACATTACGAACTG L AATGSTOLGGTTTTIGTCCGTAGAGGAALTGCTCATTGGTOGGAGAAATGATCAA
AGCOGGAACTCTGACACTGGAAGASAGTCAGACGCAAGTTTAACASTGGCGAGATCAATTITCCGCTCATAA
ACCGGTGRLTCGCTTTCTTGETGTCCAATTTCTATTAAAGGTTCCTTTGTYICCCTAAGTCCAACTACTAAA
(TGGGGGATATTATGAAGGGCCTTGAGCATCTGGATTCTGCCTAATAAARAAAACATTTATTTTCATTGC

Where X{€2)X ->» X{298)X are one of
SACATC (RVD NI, matches A)
AACGGA (RVD NG, matches T)
CATGAC {RVD HD, matches ()
AACAAC (RVD NN, matches 4G or A)
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METHODS AND PRODUCTS FOR
TRANSFECTING CELLS

CROSS REFERENCE TO RELATED
APPLICATIONS

The present application 1s a continuation of U.S. patent
application Ser. No. 16/857,894, filed Apr. 24, 2020, which

1s a continuation of U.S. patent application Ser. No. 16/776,
765, filed Jan. 30, 2020 (now U.S. Pat. No. 10,662,410),

which 1s a continuation of U.S. patent application Ser. No.
16/567,059, filed Sep. 11, 2019, which 1s a continuation of
U.S. patent application Ser. No. 16/402,175, filed May 2,
2019 (now U.S. Pat. No. 10,472,611), which 1s a continua-
tion of U.S. patent application Ser. No. 15/429,7935, filed
Feb. 10, 2017, which 1s a conftinuation of U.S. patent
application Ser. No. 15/222.,453, filed Jul. 28, 2016 (now
U.S. Pat. No. 9,605,278), which 1s a continuation of U.S.
patent application Ser. No. 14/296,220, filed Jun. 4, 2014
(now U.S. Pat. No. 9,422,577), which 1s a continuation of
International Patent Application No. PCT/US2012/067966,
filed on Dec. 5, 2012, which claims priority to U.S. Provi-
sional Application No. 61/566,948, filed on Dec. 5, 2011,
U.S. Provisional Application No. 61/569,595, filed on Dec.
12,2011, U.S. Provisional Application No. 61/6377,570, filed
on Apr. 24, 2012, and U.S. Provisional Application No.
61/664,494, filed on Jun. 26, 2012, which are all hereby

incorporated by reference in their entireties.

FIELD OF THE INVENTION

The present invention relates in part to nucleic acids
encoding proteins, nucleic acids containing non-canonical
nucleotides, therapeutics comprising nucleic acids, methods,
kits, and devices for inducing cells to express proteins,
methods, kits, and devices for transfecting, gene editing, and
reprogramming cells, and cells, organisms, and therapeutics
produced using these methods, kits, and devices.

1]

DESCRIPTION OF THE TEX'T FILE
SUBMITTED ELECTRONICALLY

This application contains a Sequence Listing 1 ASCII

format submitted electronically herewith via EFS-Web. Said
ASCII copy, created on Jun. 17, 2020, 1s named FAB-

001C12_ST235.txt and 1s 26,783 bytes in size. The Sequence
Listing 1s incorporated herein by reference 1n 1ts entirety.

BACKGROUND

Nucleic-Acid Transfection

Nucleic acids can be delivered to cells both 1n vitro and
in vivo by pre-complexing the nucleic acids with charged
lipids, lipidoids, peptides, polymers or mixtures thereof.
Such transfection reagents are commercially available, and
are widely used for delivering nucleic acids to cells 1n
culture. Cells exposed to transfection reagent-nucleic acid
complexes may internalize these complexes by endocytosis
or other means. Once 1nside a cell, the nucleic acid can carry
out i1ts mtended biological function. In the case of protein-
encoding RNA, for example, the RNA can be translated into
protein by the ribosomes of the cell.
Serum-Free Cell Culture

Anmimal sera such as fetal bovine serum (FBS) are com-
monly used as a supplement in cell-culture media to promote
the growth of many types of cells. However, the undefined
nature of serum makes cells that are contacted with this
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2

component undesirable for both research and therapeutic
applications. As a result, serum-iree cell-culture media have
been developed to eliminate the batch-to-batch variability
and the risk of contamination with toxic and/or pathogenic
substances that are associated with serum.

The most abundant protein 1n serum 1s serum albumuin.
Serum albumin binds to a wide variety of molecules both 1n
vitro and 1n vivo, including hormones, fatty acids, calctum
and metal 10ns, and small-molecule drugs, and can transport
these molecules to cells, both 1n vitro and 1n vivo. Serum
albumin (most often either bovine serum albumin (BSA) or
human serum albumin (HSA)) 1s a common ingredient in
serum-iree cell-culture media, where 1t 1s typically used at a
concentration of 1-10 g/L.. Serum albumin 1s traditionally
prepared from blood plasma by ethanol fractionation (the
“Cohn™ process). The fraction containing serum albumin
(“Cohn Fraction V™" or stmply “Fraction V) 1s 1solated, and
1s typically used without further treatment. Thus, standard
preparations of serum albumin comprise a protein part (the
serum albumin polypeptide) and an associated-molecule
part (including salts, fatty acids, etc. that are bound to the
serum albumin polypeptide). The composition of the asso-
ciated-molecule component of serum albumin 1s, 1n general,
complex and unknown.

Serum albumin can be treated for use in certain special-
1zed applications (See Barker A method for the deionization

of bovine serum albumin. Tissue Culture Association. 1975;
Droge et al. Biochem Pharmacol. 1982; 31:3775-9; Ng et al.

Nat Protoc. 2008; 3:768-76; US Patent Appl. Pub. No. US
2010/0168000, the contents of which are hereby incorpo-
rated by reference). These treatment processes are most
commonly used to remove globulins and contaminating
viruses from solutions of serum albumin, and often include
stabilization of the serum albumin polypeptide by addition
of the short-chain fatty acid, octanoic acid, followed by
heat-inactivation/precipitation of the contaminants. For
highly specialized stem-cell-culture applications, using an
ion-exchange resin to remove excess salt from solutions of
BSA has been shown to increase cell viability (See Ng et al.
Nat Protoc. 2008; 3:768-76; US Patent Appl. Pub. No. US
2010/0168000, the contents of which are hereby 1ncorpo-
rated by reference). However, recombinant serum albumin
does not benefit from such treatment, even in the same
sensitive stem-cell-culture applications (See Ng et al. Nat
Protoc. 2008; 3:768-76; US Patent Appl. Pub. No. US
2010/0168000, the contents of which are hereby incorpo-
rated by reference), demonstrating that the effect of deion-
ization 1n these applications 1s to remove excess salt from the
albumin solution, and not to alter the associated-molecule
component of the albumin. In addition, the eflect of such
treatment on other cell types such as human fibroblasts, and
the eflect of such treatment on transfection efliciency and
transiection-associated toxicity have not been previously
explored. Furthermore, albumin-associated lipids have been
shown to be critical for human pluripotent stem-cell culture,
and removing these from albumin has been shown to result
in spontancous diflerentiation of human pluripotent stem
cells, even when lipids are added separately to the cell-
culture medium (See Garcia-Gonzalo et al. PLoS One. 2008;
3:¢1384, the contents of which are hereby incorporated by
reference). Thus, a cell-culture medium containing albumin
with an unmodified associated-molecule component 1s
thought to be critical for the culture of human pluripotent
stem cells. Importantly, the relationship between the asso-
ciated-molecule component of lipid carriers such as albumin
and transfection efliciency and transiection-associated tox-
icity has not been previously explored.
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Cell Reprogramming

Cells can be reprogrammed by exposing them to specific
extracellular cues and/or by ectopic expression ol specific
proteins, microRNAs, etc. While several reprogramming
methods have been previously described, most that rely on
ectopic expression require the introduction of exogenous
DNA, which can carry mutation risks. DNA-Iree reprogram-
ming methods based on direct delivery of reprogramming,
proteins have been reported, however these methods are too
inethcient and unreliable for commercial use. In addition,
RNA-based reprogramming methods have been described,
however, existing RNA-based reprogramming methods are
slow, unreliable, and ineflicient when performed on adult
cells, require many transiections (resulting in significant
expense and opportunity for error), can reprogram only a
limited number of cell types, can reprogram cells to only a
limited number of cell types, require the use of 1Immuno-
suppressants, and require the use of multiple human-derived
components, including blood-derived HSA and human
fibroblast feeders. The many drawbacks of previously dis-
closed cell-reprogramming methods make them undesirable

for both research and therapeutic use.
Gene Editing

Several naturally occurring proteins contain DNA-bind-
ing domains that can recognize specific DNA sequences, for
example, zinc fingers (ZFs) and transcription activator-like
cllectors (TALEs). Fusion proteins containing one or more
DNA-binding domains and the catalytic domain of a nucle-
ase can be used to create a double-strand break 1n a desired
region of DNA 1 a cell. When combined with a DNA
template containing one or more regions of homology to the
DNA of the cell, gene-editing proteins can be used to 1nsert
a DNA sequence or to otherwise alter the sequence of the
DNA of the cell in a controlled manner. However, most
current methods for gene editing cells use DNA-based
vectors to express gene-editing proteins. As a result, these
gene-editing methods are ineflicient, and carry a risk of
uncontrolled mutagenesis, making them undesirable for both
research and therapeutic use. Methods for DNA-free gene
editing of somatic cells have not been previously explored,
nor have methods for simultancous or sequential gene
editing and reprogramming of somatic cells. Finally, the use
of gene editing 1n an anti-bacterial, anti-viral, or anti-cancer
treatment has not been previously explored.
Model Organisms

Knockout rats have been generated by embryo microin-
jection of nucleic acids encoding zinc-finger nucleases and
TALE-nucleases (TALENs). Gene editing to introduce
sequence-specific mutations (a.k.a. “knockins™) has also
been reported in mice and rats by injecting nucleic acids
encoding zinc-finger nucleases into embryos. Genetically-
modified rats have been generated using embryonic stem
cells, and germline-competent rat pluripotent stem cells
have been generated by somatic-cell reprogramming. How-
ever, the use of gene-edited reprogrammed cells to generate
genetically modified organisms, including mice and rats has
not been previously explored.

There 1s a need 1n the field for improved methods and
products for transfecting cells.

SUMMARY OF THE INVENTION

Accordingly, the present invention provides reagents,
protocols, kits, and devices for inducing cells to express
proteins and for transfecting, reprogramming, and gene-
editing cells. Unlike previously reported methods, certain
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embodiments of the present invention do not involve expos-
ing the cells to exogenous DNA or to allogeneic or animal-
derived materials.

In one aspect, the mvention provides a synthetic RNA
molecule comprising three or more non-canonical nucleo-
tides that each include one or more substitutions from the
following: pyrimidine position 2C, pyrimidine position 4C,
pyrimidine position 5C, purine position 6C, purine position
/N, and purine position 8C. In some embodiments, the
synthetic RNA molecule 1s produced by 1n vitro transcrip-
tion. In other embodiments, the synthetic RNA molecule
further comprises at least one of: a 3'-cap, a 5-Cap 1
structure, and a 3'-poly(A) tail. In other embodiments, at
least two of the non-canonical nucleotides are pyrimidines.
In still other embodiments, the non-canonical nucleotides
include at least one of pseudouridine, 2-thiouridine, 4-thiou-
ridine, 5-azauridine, 5-hydroxyuridine, 3-aminouridine,
S-methyluridine, 2-thiopseudouridine, 4-thiopseudouridine,
S-hydroxypseudouridine, 5-methylpseudouridine, 5-amin-
opseudouridine,  pseudoisocytidine, 5-methylcytidine,
N4-methylcytidine, 2-thiocytidine, 5-azacytidine, 3-hy-
droxycytidine, 5-aminocytidine, N4-methylpseudoisocyti-
dine, 2-thiopseudoisocytidine, 5-hydroxypseudoisocytidine,
S-aminopseudoisocytidine, S-methylpseudoisocytidine,
N6-methyladenosine, 7-deazaadenosine, 6-thioguanosine,
7-deazaguanosine, 8-azaguanosine, 6-thio-7-deazaguanos-
ine, 6-thio-8-azaguanosine, 7-deaza-8-azaguanosine, and
6-th10-7-deaza-8-azaguanosine. In other embodiments, at
least two of the non-canonical nucleotides each comprise
less than 20% of the synthetic RNA molecule. In still other
embodiments, the non-canonical nucleotides include at least
one of: pseudouridine, 2-thiournidine, 4-thiouridine, 5-azau-
ridine, 5-hydroxyuridine, S-aminouridine, 5-methylurnidine,
2-thiopseudouridine, 4-thiopseudouridine, 5-hydroxyp-
seudouridine, S-methylpseudouridine, and S-aminopseudou-
ridine, and at least one of: pseudoisocytidine, S-methylcy-
tidine, N4-methylcytidine, 2-thiocytidine, 5-azacytidine,
S-hydroxycytidine, S-aminocytidine, N4-methylpseudoiso-
cytidine, 2-thiopseudoisocytidine, S-hydroxypseudoisocyti-
dine, S-aminopseudoisocytidine, and 5-methylpseudoisocy-
fidine. In a {further embodiment, the non-canonical
nucleotides further include at least one of: N6-methylad-
enosine, 7-deazaadenosine, 6-thioguanosine, 7-deaz-
aguanosine, 8-azaguanosine, 6-thio-7-deazaguanosine,
6-thio-8-azaguanosine, 7-deaza-8-azaguanosine, and 6-thio-
7-deaza-8-azaguanosine.

In another aspect, the invention provides a synthetic RNA
molecule that comprises a non-canonical nucleotide, and
encodes a gene-editing protein.

In another embodiment, the invention provides a thera-
peutic composition comprising the synthetic RNA molecule
described herein.

In another aspect, the invention provides a therapeutic
composition comprising a synthetic RNA molecule that
encodes a gene-editing protein and a transfection reagent.

In another embodiment, the invention provides a method
for transfecting a cell with a nucleic acid comprising con-
tacting the cell with the synthetic RNA molecule described
herein.

In another embodiment, the invention provides a method
for inducing a mammalian cell to express a protein of
interest comprising contacting the cell with the synthetic
RNA molecules described herein. In another embodiment,
the mvention provides a method for reprogramming a cell
comprising contacting the cell with the synthetic RNA
molecules described herein. In another embodiment, the
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invention provides a method for gene-editing a cell com-
prising contacting the cell with the synthetic RNA molecules
described herein.

In another aspect, the mvention provides a method for
transiecting a cell with a nucleic acid comprising: contacting,
the cell with a medium containing hydrocortisone and/or
albumin, wherein the albumin i1s treated with an ion-ex-
change resin or charcoal, and contacting the cell with the
nucleic acid. In one embodiment, the albumin 1s treated with
a short-chain fatty acid, and/or brought to a temperature of
at least 40° C. In other embodiments, the method further
comprises contacting the cell with a transfection reagent. In
other embodiments, the cell 1s a mammalian cell, and the
mammalian cell 1s 1nduced to express a protein of interest.
In other embodiments, the method further comprises con-
tacting the cell with the nucleic acid at least twice during 5
consecutive days. In some embodiments, the nucleic acid
encodes a reprogramming protein. In other embodiments,
the cell 1s reprogrammed. In yet another embodiment, the
cell 1s a skin cell, and further comprising culturing the skin
cell under conditions that support the growth of at least one
of: skin cells, pluripotent stem cells, glucose-responsive
isulin-producing cells, hematopoietic cells, cardiac cells,
and retinal cells, and wherein the skin cell 1s reprogrammed
to a cell selected from: a skin cell, a pluripotent stem cell, a
glucose-responsive sulin-producing cell, a hematopoietic
cell, a cardiac cell, and a retinal cell. In yet another embodi-
ment, the nucleic acid encodes Oct4 protein. In yet another
embodiment, the method further comprises contacting the
cell with a nucleic acid that encodes at least one of: Sox2
protein, Kli4 protein, and c¢c-Myc protein. In yet another
embodiment, the method further comprises contacting the
cell with one or more nucleic acids that encode Sox2 protein,
K114 protein, and c-Myc protein. In still other embodiments,
the nucleic acid encodes a gene-editing protein. In still other
embodiments, the nucleic acid encodes a protein that, acting
alone or 1n combination with one or more other molecules,
creates a single-strand or double-strand break 1 a DNA
molecule. In various embodiments, the cell 1s gene-edited.
In some embodiments, the single-strand or double-strand
break 1s within about 5,000,000 bases of the transcription
start site of a gene selected from: CCRS, CXCR4, GADI,
GAD2, CFIR, HBAI1, HBA2, HBB, HBD, FANCA, XPA,
XPB, XPC, ERCC2, POLH, HTT, DMD, SODI1, APOE,
APP, LRRK2, PRNP, BRCAI1, and BRCA2 or an analogue,
variant or family-member thereof. In some embodiments,
the method fturther comprises contacting the cell with at least
one of: poly-L-lysine, poly-L-ornmithine, RGD peptide,
fibronectin, vitronectin, collagen, and laminin, or a biologi-
cally active fragment, functional variant or family-member
thereof. In still other embodiments, the nucleic acid 1s a
synthetic RNA molecule, which may contain at least one of:
pseudouridine, 5-methylpseudouridine, and 5-methylcyti-
dine. In some embodiments, the method provides for con-
tacting the cell with a differentiation factor and/or harvesting,
the cell from a patient and/or delivering the cell to a patient.

In another aspect, the invention provides a medium com-
prising albumin, wherein the albumin i1s recombinant, and
treated with an 1on-exchange resin or charcoal. In another
embodiment, the medium further comprises a builered salt
solution and amino acids and/or one or more of sulin,
transferrin, and selenium and/or cholesterol and/or a steroid
(such as, for example, hydrocortisone) and/or an 1mmuno-
suppressant (such as, for example, B18R).

In another aspect, the invention provides a kit comprising,
hydrocortisone and/or albumin, wherein the albumin 1s
treated with an 1on-exchange resin or charcoal, and a syn-

10

15

20

25

30

35

40

45

50

55

60

65

6

thetic RNA molecule. In one embodiment, the synthetic
RNA molecule encodes at least one of: Oct4 protein, Sox2
protein, Kli4 protein, c-Myc protein, Nanog protein, Lin28
protein, and Utfl protemn. In another embodiment, the kat
turther comprises a transiection reagent and/or the synthetic
RNA molecules described herein. In another embodiment,
the kit 1s a reprogramming kit and/or a gene-editing kat.

In another aspect, the invention provides a nucleic acid
transiection-reagent complex comprising a nucleic acid and
a transiection reagent, wherein the nucleic acid transfection-
reagent complex 1s solidified by cooling. In some embodi-
ments, the nucleic acid transfection-reagent complex 1s
solidified by contacting the nucleic acid transiection-reagent
complex with liquid nitrogen in the liquid and/or vapor
phase.

In another aspect, the invention provides a method for
transiecting a cell comprising contacting the cell with the
nucleic acid transiection-reagent complex described herein.

In another aspect, the invention provides a system for
transiecting cells comprising a means for contacting cells
with a transfection medium and a means for contacting the
cells with nucleic acid transfection-reagent complexes. In
some embodiments, the atmosphere around the cells con-
tains approximately 5% carbon dioxide and/or approxi-
mately 5% oxygen.

In some embodiments, the mmvention provides a cell
and/or an organism and/or a therapeutic composition and/or
a therapeutic composition comprising a cell produced by the
methods described herein.

In some aspects, synthetic RNA molecules with low
toxicity and high translation efliciency are provided. In other
aspects, methods, kits, and devices for producing and deliv-
ering synthetic RNA molecules to cells are provided. In still
other aspects, a cell-culture medium for high-efliciency
transiection, reprogramming, and gene editing of cells 1s
provided. Other aspects relate to therapeutics comprising
synthetic RNA molecules, including for the treatment of
type 1 diabetes, heart disease, including 1schemic and dilated
cardiomyopathy, macular degeneration, Parkinson’s disease,
cystic fibrosis, sickle-cell anemia, thalassemia, Fanconi ane-
mia, severe combined immunodeficiency, hereditary sensory
neuropathy, xeroderma pigmentosum, Huntington’s disease,
muscular dystrophy, amyotrophic lateral sclerosis, Alzheim-
er’s disease, cancer, and infectious diseases including hepa-
titis and HIV/AIDS. Further aspects relate to therapeutics
comprising cells, including for the treatment of type 1
diabetes, heart disease, including 1schemic and dilated car-
diomyopathy, macular degeneration, Parkinson’s disease,
cystic fibrosis, sickle-cell anemia, thalassemia, Fanconi ane-
mia, severe combined immunodeficiency, hereditary sensory
neuropathy, xeroderma pigmentosum, Huntington’s disease,
muscular dystrophy, amyotrophic lateral sclerosis, Alzheim-

er’s disease, cancer, and infectious diseases including hepa-
titis and HIV/AIDS.

DETAILED DESCRIPTION OF THE FIGURES

The present invention 1s illustrated by way of example,
and not by way of limitation, in the figures of the accom-
panying drawings and in which:

FIG. 1 depicts RNA encoding the indicated proteins,
resolved on a denaturing formaldehyde-agarose gel.

FIG. 2A depicts primary human fibroblasts, transiected
with synthetic RNA encoding Oct4 and comprising the
indicated nucleotides. “A” refers to adenosine, “G” refers to
guanosine, “U” refers to uridine, “C” refers to cytidine,
“psU” refers to pseudouridine, “5mC” refers to 5-methyl-
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cytidine, “N4mC” refers to N4-methylcytidine, “7dG” refers
to 7-deazaguanosine, and “psisoC” refers to pseudoisocyti-
dine. Numbers preceding nucleotides indicate the fraction of
the corresponding nucleotide-3'-triphosphate 1n the 1n vitro-
transcription reaction. For example, 0.5 N4dmC refers to
RNA synthesized 1n an 1n vitro-transcription reaction con-
taining equal amounts of N4-methylcytidine-5'-triphosphate
and cytidine-5'-triphosphate. Cells were fixed and stained
for Octd protein 20 h after transiection.

FIG. 2B depicts Oct4d expression and cell density of
cultures of primary human fibroblasts, transfected waith
synthetic RNA encoding Oct4 and comprising the indicated
nucleotides. Nucleotides are abbreviated as in FIG. 2A,
except that “7dA” reters to 7-deazaadenosine, and “p1C”
refers to pseudoisocytidine. Cell density 1s shown normal-
1zed to untransfected cells. Oct4d expression 1s shown nor-
malized to synthetic RNA containing only canonical nucleo-
tides. Error bars indicate the standard error (n=3).

FIG. 3A depicts a reprogrammed cell line, generated by
transfecting primary human fibroblasts with RNA encoding

the proteins Oct4, Sox2, Kli4, c-Myc-2 (T58A), and Lin28,

one day after colonies were picked and plated on a basement
membrane extract-coated plate.

FIG. 3B depicts a reprogrammed cell line, generated as in
FIG. 3A, stained for the pluripotent stem-cell markers Oct4
and SSEA4. The panel labeled “Hoechst” shows the nuclei,

and the panel labeled “Merge” shows the merged signals
from the three channels.

FIG. 3C depicts primary human {fibroblasts, transfected
and cultured as 1n FIG. 3A. A total of 5 transfections were
performed. Pictures were taken on day 7. Several colonies of
cells with a reprogrammed morphology are visible.

FIG. 4A depicts a 1.5 mm-diameter dermal punch biopsy
tissue sample.

FIG. 4B depicts a tissue sample, harvested as in FIG. 4A,
and suspended at the air-liquid interface of a solution
containing an enzyme.

FIG. 4C depicts primary human fibroblasts, harvested as
in FIG. 4A, dissociated as 1n FIG. 4B, and plated in a well
of a 96-well plate.

FIG. S5A depicts primary human fibroblasts, repro-
grammed to insulin-producing cells. Cells were fixed and
stained for insulin.

FIG. 3B depicts primary human {ibroblasts, repro-
grammed to hematopoietic cells. Cells were fixed and

stained for CD34.

FIG. 3C depicts primary human {ibroblasts, repro-
grammed to beating cardiac cells.

FIG. 6 A depicts the forward strand of an 1n vitro-tran-
scription template for producing an RNA TALEN™ back-
bone.

FIG. 6B depicts the template of FIG. 6A after a Golden-
Gate cloning reaction to incorporate a series of monomer
repeats, forming a complete RNA TALEN™ template.

FIG. 6C depicts a 5S'-capped, 3'-poly(A)-tailled RNA
TALEN™ produced from the template of FIG. 6B.

FIG. 7 depicts the sequence of the template of FIG. 6B,
wherein the RNA TALEN™ 15 designed to bind to a 20 bp
region of DNA, and wherein the regions labeled “X(02)X”,
“X(03)X”, and so {forth, represent the repeat variable
domains (RVDs) that can be selected to target a specific
DNA sequence. This template encodes an RNA TALEN™,
wherein the first residue bound by the RNA TALEN™ is a
thymidine residue, irrespective of the RVDs, and thus the
first RVD 1s labeled “X(02)X” mnstead of “X(01)X”.
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FIG. 8 depicts primary human fibroblasts, gene-edited and
reprogrammed. Arrows indicate colonies of cells with a
reprogrammed morphology.

FIG. 9A depicts the front view of a system that can
transfect and/or reprogram cells 1n an automated or semi-
automated manner.

FIG. 9B depicts the back panel of the system of FIG. 9A.

FIG. 9C depicts major components of the system of FIG.
OA.

FIG. 10A depicts the complexation of RNA and a trans-
fection reagent within a complexation medium.

FIG. 10B depicts two methods for dispensing pre-com-
plexed pellets containing nucleic acids.

FIG. 10C depicts a method for removing the lid from a
well plate using suction.

FIG. 10D depicts a method for removing the lid from a
well plate using a gripper.

FIG. 11 depicts a system that can transfect and/or repro-
gram cells 1n an automated or semi-automated manner 1n
operable combination with equipment for imaging, incubat-
ing, and otherwise manipulating the cells.

DEFINITIONS

By “molecule” 1s meant a molecular entity (molecule, 1on,
complex, etc.).

By “protein” 1s meant a polypeptide.

By “RNA molecule” 1s meant a molecule that comprises
RNA.

By “synthetic RNA molecule” 1s meant an RNA molecule
that 1s produced outside of a cell or that 1s produced nside
of a cell using bioengineering, for example, an RNA mol-
ecule that 1s produced 1n an 1n vitro-transcription reaction, an
RINA molecule that 1s produced by direct chemical synthesis
or an RNA molecule that 1s produced 1n a genetically-
engineered L. coli cell.

By “nucleotide” 1s meant a nucleotide or a fragment or
derivative thereol, for example, a nucleobase, a nucleoside,
a nucleotide-triphosphate, etc.

By “nucleoside” 1s meant a nucleotide.

By “transiection” 1s meant contacting a cell with a mol-
ecule, wherein the molecule 1s internalized by the cell.

By “upon transiection” 1s meant during or after transiec-
tion.

By “transfection reagent” 1s meant a substance or mixture
ol substances that associates with a molecule and facilitates
the delivery of the molecule to and/or internalization of the
molecule by a cell, for example, a cationic lipid, a charged
polymer or a cell-penetrating peptide.

By “reagent-based transiection” 1s meant transfection
using a transfection reagent.

By “cell-culture medium” 1s meant a medium that can be

used for cell culture, for example, Dulbecco’s Modified
Eagle’s Medium (DMEM) or DMEM+10% fetal bovine

serum (FBS).

By “complexation medium” 1s meant a medium to which
a transiection reagent and a molecule to be transfected are
added and 1n which the transfection reagent associates with
the molecule to be transtected.

By “transfection medium” 1s meant a medium that can be
used for transfection, for example, Dulbecco’s Modified
Eagle’s Medium (DMEM) or DMEM/F12.

By “recombinant protein” 1s meant a protein or peptide
that 1s not produced 1n animals or humans. Non-limiting
examples include human transferrin that 1s produced in
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bacteria, human fibronectin that 1s produced in an 1n vitro
culture of mouse cells, and human serum albumin that 1s
produced 1n a rice plant.

By “lipid carrier” 1s meant a substance that can increase
the solubility of a lipid or lipid-soluble molecule 1n an
aqueous solution, for example, human serum albumin or
methyl-beta-cyclodextrin.

By “Oct4 protein” 1s meant a protein that 1s encoded by
the POUSF1 gene, or a natural or engineered variant,
family-member, orthologue, fragment or fusion construct
thereol, for example, human Oct4 protemn (SEQ ID NO:1),
mouse Octd protein, Octl protein, a protein encoded by
POUSF1 pseudogene 2, a DNA-binding domain of Oct4
protein or an Oct4-GFP fusion protein. In some embodi-

ments the Oct4 protein comprises an amino acid sequence
that has at least 70% i1dentity with SEQ ID NO:1, or in other

embodiments, at least 75%, 80%, 85%, 90%, or 95% iden-
tity with SEQ ID NO:1. In some embodiments, the Oct4
protein comprises an amino acid sequence having from 1 to
20 amino acid msertions, deletions, or substitutions (collec-
tively) with respect to SEQ ID NO:1. In other embodiments,
the Oct4 protein comprises an amino acid sequence having,
from 1 to 15 or from 1 to 10 amino acid insertions, deletions,
or substitutions (collectively) with respect to SEQ ID NO:1.
By “Sox2 protein” 1s meant a protein that 1s encoded by
the SOX2 gene, or a natural or engineered variant, family-
member, orthologue, fragment or fusion construct thereotf,
for example, human Sox2 protein (SEQ ID NO:2), mouse
Sox2 protein, a DNA-binding domain of Sox2 protein or a
Sox2-GFP fusion protein. In some embodiments the Sox2
protein comprises an amino acid sequence that has at least
70% 1dentity with SEQ ID NO:2, or 1n other embodiments,
at least 75%, 80%, 85%, 90%, or 95% i1dentity with SEQ ID
NO:2. In some embodiments, the Sox2 protein comprises an
amino acid sequence having from 1 to 20 amino acid
insertions, deletions, or substitutions (collectively) with
respect to SEQ ID NO:2. In other embodiments, the Sox2
protein comprises an amino acid sequence having from 1 to
15 or from 1 to 10 amino acid insertions, deletions, or
substitutions (collectively) with respect to SEQ ID NO:2.
By “Kli4 protein™ 1s meant a protein that 1s encoded by
the KLF4 gene, or a natural or engineered variant, family-
member, orthologue, fragment or fusion construct thereotf,
for example, human Kli4 protein (SEQ ID NO:3), mouse
K114 protein, a DNA-binding domain of Kli4 protein or a
Kl114-GFP fusion protein. In some embodiments the Kli4
protein comprises an amino acid sequence that has at least
70% 1dentity with SEQ ID NO:3, or 1n other embodiments,
at least 75%, 80%, 85%, 90%, or 95% i1dentity with SEQ ID
NO:3. In some embodiments, the Klf4 protein comprises an
amino acid sequence having from 1 to 20 amino acid
insertions, deletions, or substitutions (collectively) with
respect to SEQ ID NO:3. In other embodiments, the Kli4
protein comprises an amino acid sequence having from 1 to
15 or from 1 to 10 amino acid insertions, deletions, or
substitutions (collectively) with respect to SEQ 1D NO:3.
By “c-Myc protein” 1s meant a protein that 1s encoded by
the MYC gene, or a natural or engineered variant, family-
member, orthologue, fragment or fusion construct thereof,
for example, human c-Myc protein (SEQ ID NO:4), mouse
c-Myc protein, 1-Myc protein, c-Myc (T38A) protein, a
DNA-binding domain of c-Myc protein or a ¢-Myc-GFP
fusion protein. In some embodiments the c-Myc protein
comprises an amino acid sequence that has at least 70%
identity with SEQ ID NO:4, or in other embodiments, at
least 75%, 80%, 85%, 90%, or 95% i1dentity with SEQ ID
NO:4. In some embodiments, the c-Myc protein comprises
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an amino acid having from 1 to 20 amino acid insertions,
deletions, or substitutions (collectively) with respect to SEQ
ID NO:4. In other embodiments, the c-Myc protein com-
prises an amino acid sequence having from 1 to 15 or from
1 to 10 amino acid insertions, deletions, or substitutions

(collectively) with respect to SEQ ID NO:4.

By “reprogramming” 1s meant causing a change in the
phenotype of a cell, for example, causing a (3-cell progenitor
to differentiate 1into a mature [3-cell, causing a fibroblast to
dediflerentiate into a pluripotent stem cell, causing a kera-
tinocyte to transdiflerentiate mto a cardiac stem cell or
causing the axon of a neuron to grow.

By “reprogramming factor” 1s meant a molecule that,
when a cell 1s contacted with the molecule and/or the cell
expresses the molecule, can, either alone or in combination
with other molecules, cause reprogramming, for example,
Oct4 protein.

By “feeder” 1s meant a cell that can be used to condition
medium or to otherwise support the growth of other cells 1n
culture.

By “conditioming” 1s meant contacting one or more feed-
ers with a medium.

By “fatty acid” 1s meant a molecule that comprises an
aliphatic chain of at least two carbon atoms, for example,
linoleic acid, a-linolenic acid, octanoic acid, a leukotriene,
a prostaglandin, cholesterol, a glucocorticoid, a resolvin, a
protectin, a thromboxane, a lipoxin, a maresin, a sphingo-
lipid, tryptophan, N-acetyl tryptophan or a salt, methyl ester
or derivative thereof.

By “short-chain fatty acid” i1s meant a fatty acid that
comprises an aliphatic chain of between two and 30 carbon
atoms.

By “albumin” 1s meant a protein that 1s highly soluble 1n
water, for example, human serum albumain.

By “associated molecule” 1s meant a molecule that 1s
non-covalently bound to another molecule.

By “associated-molecule-component of albumin™ 1s
meant one or more molecules that are bound to an albumin
polypeptide, for example, lipids, hormones, cholesterol,
calcium 10ns, etc. that are bound to an albumin polypeptide.

By “treated albumin” 1s meant albumin that 1s treated to
reduce, remove, replace or otherwise mactivate the associ-
ated-molecule-component of the albumin, for example,
human serum albumin that 1s incubated at an elevated
temperature, human serum albumin that 1s contacted with
sodium octanoate or human serum albumin that 1s contacted
with a porous maternal.

By “ion-exchange resin” 1s meant a material that, when
contacted with a solution containing 1ons, can replace one or
more of the 1ons with one or more different 1ons, for
example, a material that can replace one or more calcium
ions with one or more sodium 10ns.

By “germ cell” 1s meant a sperm cell or an egg cell.

By “plunipotent stem cell” 1s meant a cell that can
differentiate into cells of all three germ layers (endoderm,
mesoderm, and ectoderm) in vivo.

By “somatic cell” 1s meant a cell that 1s not a pluripotent
stem cell or a germ cell, for example, a skin cell.

By “glucose-responsive imsulin-producing cell” 1s meant
a cell that, when exposed to a certain concentration of
glucose, can produce and/or secrete an amount of i1nsulin
that 1s different from (either less than or more than) the
amount of insulin that the cell produces and/or secretes
when the cell 1s exposed to a different concentration of
glucose, for example, a 3-cell.
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By “hematopoietic cell” 1s meant a blood cell or a cell that
can differentiate 1into a blood cell, for example, a hematopoi-
ctic stem cell or a white blood cell.

By “cardiac cell” 1s meant a heart cell or a cell that can
differentiate 1nto a heart cell, for example, a cardiac stem cell
or a cardiomyocyte.

By “retinal cell” 1s meant a cell of the retina or a cell that
can differentiate mnto a cell of the retina, for example, a
retinal pigmented epithelial cell.

By “skin cell” 1s meant a cell that 1s normally found in the
skin, for example, a fibroblast, a keratinocyte, a melanocyte,
an adipocyte, a mesenchymal stem cell, an adipose stem cell
or a blood cell.

By “Wnt signaling agonist” 1s meant a molecule that can
perform one or more of the biological functions of one or
more members of the Wnt family of proteins, for example,
Wntl, Wnt2, Wnt3, Wnt3a or 2-amino-4-[3,4-(methylene-
dioxy)benzylamino]-6-(3-methoxyphenyl )pyrimidine.

By “IL-6 signaling agonist” 1s meant a molecule that can
perform one or more of the biological functions of IL-6
protein, for example, IL-6 protein or IL-6 receptor (also
known as soluble IL-6 receptor, IL-6R, IL-6R alpha, etc.).

By “TGF-§ signaling agonist” 1s meant a molecule that
can perform one or more of the biological functions of one
or more members of the TGF-f3 superfamily of proteins, for
example, TGF-1, TGF-p3, Activin A, BMP-4 or Nodal.

By “immunosuppressant” 1s meant a substance that can
suppress one or more aspects of an immune system, and that
1s not normally present 1n a mammal, for example, B18R or
dexamethasone.

By “gene editing” 1s meant altering the DNA sequence of
a cell.

By “gene-editing protein” 1s meant a protein that can,
either alone or 1n combination with another molecule, alter
the DNA sequence of a cell, for example, a nuclease, a
transcription activator-like etlector nuclease (TALEN), a
zinc-finger nuclease, a meganuclease, a nickase or a natural
or engineered variant, family-member, orthologue, fragment
or fusion construct thereof.

By “single-strand break™ 1s meant a region of single-
stranded or double-stranded DNA 1n which one or more of
the covalent bonds linking the nucleotides has been broken
in one of the one or two strands.

By “double-strand break™ 1s meant a region of double-
stranded DNA 1n which one or more of the covalent bonds
linking the nucleotides has been broken in each of the two
strands.

Serum albumin 1s a common component of serum-iree
cell-culture media. It has now been discovered that serum
albumin can 1nhibit transfection, and that including
untreated serum albumin in a transfection medium at con-
centrations normally used 1n serum-iree cell-culture media
can result 1n low transfection efliciency and/or low cell
viability upon transiection. The serum albumin polypeptide
can bind to a wide variety of molecules, including lipids,
10ons, cholesterol, etc., both 1n vitro and 1n vivo, and as a
result, both serum albumin that 1s 1solated from blood and
recombinant serum albumin comprise a polypeptide com-
ponent and an associated-molecule component. It has now
been discovered that the low transiection efliciency and low
cell viability upon transfection caused by serum albumin can
be caused 1n part by the associated-molecule component of
the serum albumin. It has been further discovered that
transiection efliciency can be increased and transiection-
associated toxicity can be reduced by partially or completely
reducing, removing, replacing or otherwise inactivating the
associated-molecule component of serum albumin. Certain
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embodiments of the invention are therefore directed to a
method for treating a protein to partially or completely
reduce, remove, replace or otherwise inactivate the associ-
ated-molecule component of the protein. Other embodi-
ments are directed to a protein that is treated to partially or
completely reduce, remove, replace or otherwise inactivate
the associated-molecule component of the protein.

Certain embodiments are directed to a method for treating
a protein by contacting the protein with one or more mol-
ecules that reduce the low transfection efliciency and/or low
cell viability upon transfection caused by the protein. Con-
tacting serum albumin with the short-chain fatty acid,
sodium octanoate (also known as “octanoic acid”, “octano-
ate”, “caprylate” or “caprylic acid”) was found to reduce the
low transfection efliciency and low cell viability upon
transiection caused by serum albumin 1n certain situations.
Other substances that can be used to treat a protein include:
capric acid, lauric acid, myristic acid, palmitic acid, stearic
acid, arachidic acid, behenic acid, lignoceric acid, cerotic
acid, myristoleic acid, palmaitoleic acid, sapienic acid, oleic
acid, elaidic acid, vaccenic acid, linoleic acid, linoelaidic
acid, alpha-linolenic acid, arachidonic acid, eicosapentae-
noic acid, erucic acid, docosahexaenoic acid, tryptophan,
N-acetyl tryptophan, cholesterol, other fatty acids, and salts,
mixtures, fragments, and derivatives thereof. Substances for
treating a protein can be pure substances, well-defined
mixtures or complex or undefined mixtures such as animal-
based or plant-based oils, for example, cod-liver oil. In
certain embodiments, a protein 1s treated after the protein 1s
purified. In other embodiments, a protein 1s treated before
the protein 1s purified. In still other embodiments, a protein
1s treated at the same time that the protein 1s purified. In still
other embodiments, a protein 1s treated, and the protein 1s
not purified.

Incubating a protein at an elevated temperature can cause
partial or complete denaturation of the polypeptide compo-
nent of the protein, which can reduce or eliminate binding
sites that may be critical to maintaiming the associated-
molecule component of the protein. Certain embodiments
are therefore directed to a method for treating a protein by
incubating the protein at an elevated temperature. In one
embodiment, the protein 1s incubated at a temperature of at
least about 40° C. for at least about 10 minutes. In another
embodiment, the protein 1s incubated at a temperature of at
least about 50° C. for at least about 10 minutes. In another
embodiment, the protein 1s incubated at a temperature of at
least about 55° C. for at least about 30 minutes. In one
embodiment, the protein 1s contacted with sodium octanoate,
and then incubated at about 60° C. for several hours, such as
between about 1 hour and about 24 hours, or between about
2 hours and about 6 hours. In another embodiment, the
concentration of sodium octanoate 1s between about 5 mM
and about 50 mM, or between about 10 mM and about 40
mM. In certain embodiments, the sodium octanoate 1s
replaced with or used in combination with at least one
clement of capric acid, lauric acid, myristic acid, palmaitic
acid, stearic acid, arachidic acid, behenic acid, lignoceric
acid, cerotic acid, myristoleic acid, palmitoleic acid, sapi-
enic acid, oleic acid, elaidic acid, vaccenic acid, linoleic
acid, linoelaidic acid, alpha-linolenic acid, arachidonic acid,
eicosapentaenoic acid, erucic acid, docosahexaenoic acid,
tryptophan, N-acetyl tryptophan, and cholesterol or a sallt,
mixture, fragment, and dernivative thereof.

Glycation and glycosylation are processes by which one
or more sugar molecules are bound to a protein. Glycation
and glycosylation can impact the binding properties of a

protein, and serum albumin contains several potential gly-
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cation sites. Certain embodiments are therefore directed to a
method for treating a protein by glycating or glycosylating
the protein.

Ion-exchange resins, including anion-exchange, cation-
exchange, and mixed-bed resins, are routinely used to deion-
1ze solutions. The associated-molecule component of pro-
teins such as serum albumin can comprise 1ons. Certain
embodiments are therefore directed to a method for treating
a protein by contacting the protein with one or more 10n-
exchange resins. In one embodiment, the one or more
ion-exchange resins includes a mixed-bed resin containing
functional groups with proton (H+) and hydroxyl (OH—)
forms. In another embodiment, the one or more i1on-ex-
change resins includes an indicator that changes color as the
resin becomes saturated with 1ons. In addition to contacting
with one or more 10on-exchange resins, other methods can be
used to reduce, remove, replace or otherwise inactivate the
associated-molecule component of a protein, including con-
tacting the protein with charcoal, which may be activated
and/or treated with a chemical such as dextran sulfate,
dialysis (including dilution resulting 1n de-association of the
associated-molecule component, whether or not the de-
associated molecules are subsequently removed from the
solution), crystallization, chromatography, electrophoresis,
heat treatment, low-temperature treatment, high-pH treat-
ment, low-pH treatment, organic-solvent precipitation, and
aflinity purification.

Certain methods for treating a protein may preferentially
reduce, remove, replace or otherwise inactivate specific
types of molecules. In certain situations, it can therefore be
beneficial to combine two or more methods for treating a
protein to reduce the low transfection ethiciency and/or low
cell viability upon transiection caused by the protein. Cer-
tain embodiments are therefore directed to a method for
treating a protein using two or more methods to reduce,
remove, replace or otherwise inactivate the associated-mol-
ecule component of the protein. In one embodiment, a
protein 1s contacted with one or more 1on-exchange resins
and activated charcoal. In another embodiment, a protein 1s
contacted with sodium octanoate, incubated at an elevated
temperature, contacted with one or more 1on-exchange res-
imns, and contacted with activated charcoal. In another
embodiment, the protein 1s serum albumin, and the elevated
temperature 1s at least about 50° C.

Certain elements of the associated-molecule component
ol a protein can be beneficial to cells in culture, and/or to
transiection, for example, certain resolvins, protectins, lip-
oX1ns, maresins, eicosanoids, prostacyclins, thromboxanes,
leukotrienes, cyclopentenone prostaglandins, and glucocor-
ticoids. Certain embodiments are therefore directed to a
method for treating a protein to reduce, remove, replace or
otherwise 1nactivate the associated-molecule component of
the protein without reducing, removing, replacing or other-
wise 1activating one or more beneficial elements of the
associated-molecule component of the protein. Other
embodiments are directed to a method for treating a protein
to reduce, remove, replace or otherwise 1nactivate the asso-
ciated-molecule component of the protein, and further con-
tacting the protein with one or more molecules comprising
one or more benelficial elements of the associated-molecule
component of the protein.

Still other embodiments are directed to a method for
treating a protein to reduce the low transfection etliciency
and/or low cell viability upon transiection caused by the
protein by contacting the protein with one or more mol-
ecules comprising one or more beneficial elements of the
associated-molecule component of the protein. Still other
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embodiments are directed to a method for increasing trans-
fection efliciency and/or increasing cell viability upon trans-
fection by contacting a cell with one or more molecules
comprising one or more beneficial elements of the associ-
ated-molecule component of a protein. In one embodiment,
the protein 1s contacted with one or more 1on-exchange
resins or charcoal, and 1s further contacted with a glucocor-
ticoid, such as hydrocortisone, prednisone, prednisolone,
methylprednisolone, dexamethasone or betamethasone. In
another embodiment, the cell 1s contacted with a glucocor-
ticoid, such as hydrocortisone, prednisone, prednisolone,
methylprednisolone, dexamethasone or betamethasone. It
has been further discovered that 1n certain situations, includ-
ing one or more steroids and/or one or more antioxidants 1n
the transiection medium can increase transiection efliciency,
reprogramming efliciency, and gene-editing efliciency. Cer-
tain embodiments are therefore directed to a method for
inducing a cell to express a protein of interest by culturing
the cell in a medium contaiming a steroid and contacting the
cell with one or more synthetic RNA molecules. In one
embodiment, the steroid i1s hydrocortisone. In another
embodiment, the hydrocortisone 1s present in the medium at
a concentration of between about 0.1 uM and about 10 uM,
or about 1 uM. Other embodiments are directed to a method
for inducing a cell to express a protein of interest by
culturing the cell 1n a medium containing an antioxidant and
contacting the cell with one or more synthetic RNA mol-
ecules. In one embodiment, the antioxidant 1s ascorbic acid
or ascorbic-acid-2-phosphate. In another embodiment, the
ascorbic acid or ascorbic-acid-2-phosphate 1s present 1n the
medium at a concentration of between about 0.5 mg/L and
about 500 mg/L, including about 50 mg/L. Still other
embodiments are directed to a method for reprogramming
and/or gene-editing a cell by culturing the cell 1n a medium
containing a steroid and/or an antioxidant and contacting the
cell with one or more synthetic RNA molecules, wherein the
one or more synthetic RNA molecules encodes one or more
reprogramming and/or gene-editing protens. In certain
embodiments, the cell 1s present 1n an organism, and the
steroid and/or antioxidant are delivered to the organism.

Adding transferrin to the complexation medium has been
reported to increase the etliciency of plasmid transfection in
certain situations. It has now been discovered that adding
transterrin to the complexation medium can also 1increase the
ciliciency of transfection with synthetic RNA molecules.
Certain embodiments are therefore directed to a method for
inducing a cell to express a protein of interest by adding one
or more synthetic RNA molecules and a transfection reagent
to a solution containing transferrin. In one embodiment, the
transierrin 1s present in the solution at a concentration of
between about 1 mg/L and about 100 mg/L, such as about 5
mg/L.. In another embodiment, the transferrin 1s recombi-
nant.

Other embodiments are directed to a medium containing,
a protein that 1s treated according to one or more of the
methods of the present invention. In certain embodiments,
the protein 1s treated before being mixed with one or more
of the other ingredients of the medium. In one embodiment,
the medium 1s a transfection medium. In another embodi-
ment, the medium also supports eflicient transfection and
high cell viability. In certain embodiments, the protein and
one or more molecules that reduce the low transiection
elliciency and/or low cell viability upon transfection caused
by the protein are added independently to the medium. In
one embodiment, the protein 1s treated before being mixed
with one or more of the other ingredients of the medium. In
another embodiment, the medium 1s prepared by first treat-
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ing a concentrated solution of serum albumin by contacting
the concentrated solution of serum albumin with one or
more 1on-exchange resins, then removing the one or more
ion-exchange resins from the concentrated solution of serum
albumin, and then adding the treated concentrated solution
of serum albumin to the other components of the medium.
In another embodiment, the concentrated solution of serum
albumin 1s further contacted with charcoal before adding the
concentrated solution of serum albumin to the other com-
ponents of the medium. In still another embodiment, the
concentrated solution of serum albumin 1s first contacted
with sodium octanoate, then raised to a temperature of at
least about 50° C. for at least about 10 minutes, then
contacted with one or more 1on-exchange resins, then con-
tacted with activated charcoal, and then added to the other
components of the medium.

It has now been discovered that transfecting cells using a
medium containing a bufllered salt solution, amino acids,
cholesterol, hydrocortisone, and serum albumin can result 1n
cilicient transfection, and that transiecting cells using a
medium consisting essentially of a buflered salt solution,
amino acids, insulin, transferrin, cholesterol, hydrocorti-
sone, serum albumin, and a fibroblast growth factor can
result in eflicient transfection and eflicient reprogramming.
Certain embodiments are therefore directed to a transfection
medium containing: a buflered salt solution, amino acids,
cholesterol, hydrocortisone, and serum albumin. Other
embodiments are directed to a transiection medium consist-
ing essentially of and/or comprising: a buflered salt solution,
amino acids, insulin, transferrin, cholesterol, hydrocorti-
sone, serum albumin, and a fibroblast growth factor. Still
other embodiments are directed to a reprogramming medium
consisting essentially of and/or comprising: a buflered salt
solution, amino acids, insulin, transierrin, cholesterol,
hydrocortisone, serum albumin, and a fibroblast growth
factor. In one embodiment, the medium also 1ncludes poly-
oxyethylenesorbitan monooleate and/or D-alpha-tocopherol
acetate. In another embodiment, the medium also includes
ascorbic acid or ascorbic-acid-2-phosphate, for example, at
a concentration ol between about 1 mg/LL and about 100
mg/L.. In one embodiment, the hydrocortisone 1s present at
a concentration of about 1 uM. In another embodiment, the
fibroblast growth factor 1s basic fibroblast growth factor, and
the basic fibroblast growth factor 1s present at a concentra-
tion of between about 1 ng/mL and about 200 ng/mlL, such

as between about 4 ng/mL and about 100 ng/mL., or between
about 10 ng/mL and about 50 ng/mL., or about 20 ng/mL. In
one embodiment, the serum albumin 1s human serum albu-
min, and the human serum albumin 1s present at a concen-
tration of between about 0.05% and about 2%, including
between about 0.1% and about 1%, such as about 0.5%. In
another embodiment, the human serum albumin 1s recom-
binant. In yet another embodiment, the cholesterol 1s present
at a concentration of about 4.5 mg/L.. In one embodiment,
the medium does not contain any anmimal-derived compo-
nents. In another embodiment, the medium does not contain
any undefined components, for example, cod liver-oil fatty
acids or serum. In one embodiment, the medium contains a
TGF- mhibitor, for example, A83-01 or SB431542. In one

embodiment, the TGF-3 mnhibitor 1s present at a concentra-
tion of between about 0.1 uM and about 10 uM. In one

embodiment, the medium contains a Wnt signaling agonist,
such as Wnt3a. In another embodiment, the Wnt signaling
agonist 1s present at a concentration of between about 10
ng/mlL and about 500 ng/mL, including between about 50
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ng/mL and about 200 ng/ml. In one embodiment, the
medium contains a source of selentum, such as sodium
selenite.

In certain situations, 1t may be desirable to replace animal-
derived components with non-animal-derived and/or recom-
binant components, 1n part because non-ammal-derived and/
or recombinant components can be produced with a higher
degree of consistency than animal-derived components, and
in part because non-animal-derived and/or recombinant
components carry less risk of contamination with toxic
and/or pathogenic substances than do animal-derived com-
ponents. Certain embodiments are therefore directed to a
protein that 1s non-amimal-derived and/or recombinant.
Other embodiments are directed to a medium, wherein some
or all of the components of the medium are non-animal-
derived and/or recombinant. In one embodiment, the protein
1S recombinant serum albumin. In another embodiment, the
protein 1s recombinant human serum albumin. In yet another
embodiment, the protein 1s recombinant serum albumin and

all of the components of the medium are non-animal-derived
and/or recombinant.

The N-terminus of serum albumin can contain a nickel-
and copper-binding domain, which may be an important
antigenic determinant. Deleting the aspartic acid residue
from the N-terminus of serum albumin can eliminate the
nickel- and copper-binding activity of serum albumin, and
can result in a hypoallergenic variant of the protein. Certain
embodiments are therefore directed to a protein that has
modified binding characteristics and/or other desirable char-
acteristics such as hypoallergenicity. In one embodiment, the
protein 1s serum albumin, and the serum albumin lacks an
N-terminal aspartic acid.

Other embodiments are directed to a method for trans-
fecting a cell. In one embodiment, a cell 1s transfected with
one or more nucleic acids, and the transfection i1s performed
using a transiection reagent, such as a lipid-based transfec-
tion reagent. In one embodiment, the one or more nucleic
acids includes at least one RNA molecule. In another
embodiment, the cell 1s transfected with one or more nucleic
acids, and the one or more nucleic acids encodes at least one
of: p53, TERT, a cytokine, a secreted protein, a membrane-
bound protein, an enzyme, a gene-editing protein, a chro-
matin-modilying protein, a DNA-binding protein, a tran-
scription factor, a histone deacetylase, a pathogen-associated
molecular pattern, and a tumor-associated antigen or a
biologically active fragment, analogue, variant or family-
member thereof. In another embodiment, the cell 1s trans-
tected repeatedly, such as at least about 2 times during about
10 consecutive days, or at least about 3 times during about
7 consecutive days, or at least about 4 times during about 6
consecutive days.

Reprogramming can be performed by transfecting cells
with one or more nucleic acids encoding one or more
reprogramming factors, and culturing the cells 1n a medium
that supports the reprogrammed cells. Examples of repro-
gramming factors include, but are not lhmited to: Oct4
protein, Sox2 protein, Kli4 protein, c-Myc protein, 1-Myc
protein, TERT protein, Nanog protein, Lin28 protein, Utll
protein, Aicda protein, miR200 micro-RNA, miR302 micro-
RNA, miR367 micro-RNA, miR369 micro-RNA and bio-
logically active fragments, analogues, variants and family-
members thereof. Certain embodiments are therefore
directed to a method for reprogramming a cell. In one
embodiment, the cell 1s reprogrammed by transiecting the
cell with one or more nucleic acids encoding one or more
reprogramming factors. In one embodiment, the one or more
nucleic acids includes an RNA molecule that encodes Oct4
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protein. In another embodiment, the one or more nucleic
acids also includes one or more RN A molecules that encodes
Sox2 protein, Kli4 protein, and c-Myc protemn. In yet
another embodiment, the one or more nucleic acids also
includes an RNA molecule that encodes Lin28 protein. In
one embodiment, the cell 1s a human skin cell, and the
human skin cell 1s reprogrammed to a pluripotent stem cell.
In another embodiment, the cell 1s a human skin cell, and the
human skin cell 1s reprogrammed to a glucose-responsive
isulin-producing cell. Examples of other cells that can be
reprogrammed and other cells to which a cell can be
reprogrammed 1include, but are not limited to: skin cells,
pluripotent stem cells, mesenchymal stem cells, [3-cells,
retinal pigmented epithelial cells, hematopoietic cells, car-
diac cells, airway epithelial cells, neural stem cells, neurons,
glial cells, bone cells, blood cells, and dental pulp stem cells.
In one embodiment, the cell 1s cultured 1n a medium that
supports the reprogrammed cell. In one embodiment, the
medium also supports the cell.

Importantly, infecting skin cells with viruses encoding
Oct4, Sox2, Kli4, and ¢c-Myc, combined with culturing the
cells 1n a medium that supports the growth of cardiomyo-
cytes, has been reported to cause reprogramming of the skin
cells to cardiomyocytes, without first reprogramming the
skin cells to pluripotent stem cells (See Efs et al Nat Cell
Biol. 2011; 13:215-22, the contents of which are hereby
incorporated by reference). In certain situations, for example
when generating a personalized therapeutic, direct repro-
gramming (reprogramming one somatic cell to another
somatic cell without first reprogramming the somatic cell to
a pluripotent stem cell, also known as “transdiflerentiation”)
may be desirable, 1n part because culturing pluripotent stem
cells can be time-consuming and expensive, the additional
handling involved 1n establishing and characterizing a stable
pluripotent stem cell line can carry an increased risk of
contamination, and the additional time 1n culture associated
with first producing pluripotent stem cells can carry an
increased risk of genomic instability and the acquisition of
mutations, including point mutations, copy-number varia-
tions, and karyotypic abnormalities. Certain embodiments
are therefore directed to a method for reprogramming a
somatic cell, wherein the cell 1s reprogrammed to a somatic
cell, and wherein a characterized pluripotent stem-cell line
1s not produced.

Previously reported methods for reprogramming cells by
transiecting them with RNA encoding reprogramming fac-
tors require the use of feeders. In many situations, the use of
teeders may not be desirable, 1n part because feeders may be
derived from ammal or allogeneic sources, and may thus
carry risks of immunogenicity and contamination with
pathogens. It has now been discovered that the medium of
the present invention can enable RNA reprogramming with-
out feeders. It has been turther discovered that reprogram-
ming cells according to the methods of the present invention,
wherein the cells are not contacted with feeders, can be
rapid, eflicient, and reliable. Certain embodiments are there-
fore directed to a method for reprogramming a cell, wherein
the cell 1s not contacted with feeders.

It has now been discovered that reprogramming efliciency
can correlate with starting cell density when cells are
reprogrammed according to the methods of the present
invention. Certain embodiments are therefore directed to a
method for reprogramming cells, wherein the cells are plated
at a density of between about 100 cells/cm® and about
100,000 cells/cm?. In one embodiment, the cells are plated
at a density of between about 100 cells/cm® and about
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10,000 cells/cm” or between about 2000 cells/cm® and about
20,000 cells/cm?*, or between about 1000 cells/cm® and
about 2000 cells/cm”.

It has been further discovered that, 1n certain situations,
fewer total transfections may be required to reprogram a cell
according to the methods of the present mvention than
according to other methods. Certain embodiments are there-
fore directed to a method for reprogramming a cell, wherein
between about 2 and about 12 transfections are performed
during about 20 consecutive days, or between about 4 and
about 10 transiections are performed during about 15 con-
secutive days, or between about 4 and about 8 transfections
are performed during about 10 consecutive days. It 1is
recognized that when nucleic acids are added to a medium
in which a cell 1s cultured, the cell may likely come into
contact with and/or internalize more than one nucleic acid
molecule either simultaneously or at different times. A cell
can therefore be contacted with a nucleic acid more than
once, ¢.g. repeatedly, even when nucleic acids are added
only once to a medium 1n which the cell 1s cultured.

Feeders can promote adhesion of cells to a surface by
secreting molecules such as collagen that bind to the surface
(“cell-adhesion molecules™). Proteins, including integrins,
on the surface of cells can bind to these cell-adhesion
molecules, which can result in the cells adhering to the
surface. It has now been discovered that cells can be
reprogrammed, including without feeders, by coating a
surface with one or more cell-adhesion molecules. It has
been further discovered that the cell-adhesion molecules
fibronectin and vitronectin are particularly well suited for
this purpose. Certain embodiments are therefore directed to
a method for transfecting, reprogramming, and/or gene-
editing a cell, wherein the cell 1s contacted with a surface
that 1s contacted with one or more cell-adhesion molecules.
In one embodiment, the one or more cell-adhesion mol-
ecules includes at least one of: poly-L-lysine, poly-L-orni-
thine, RGD peptide, fibronectin, vitronectin, collagen, and
laminin or a biologically active fragment, analogue, variant
or family-member thereof. In another embodiment, the one
or more cell-adhesion molecules 1s fibronectin or a biologi-
cally active fragment thereof. In yet another embodiment,
the fibronectin 1s recombinant. In still another embodiment,
the one or more cell-adhesion molecules 1s a mixture of
fibronectin and vitronectin or biologically active fragments
thereof. In another embodiment, the fibronectin and wvit-
ronectin are each present at a concentration of about 100
ng/cm” on the surface and/or at a concentration of about 1
ug/mL 1n a solution used to coat the surface. In a still another
embodiment, both the fibronectin and vitronectin are recom-
binant. Contacting of the surface with the one or more
cell-adhesion molecules can be performed as an independent
step, and/or by including the one or more cell-adhesion
molecules in the medium.

Of note, nucleic acids can contain one or more non-
canonical, or “modified”, residues (e.g. a residue other than
adenine, guanine, thymine, uracil, and cytosine or the stan-
dard nucleoside, nucleotide, deoxynucleoside or deoxy-
nucleotide denivatives thereot). Of particular note, pseudou-
ridine-3'-triphosphate can be substituted for uridine-5'-
triphosphate 1 an in vitro-transcription reaction to yield
synthetic RNA, wherein up to 100% of the unidine residues
of the synthetic RNA may be replaced with pseudouridine
residues. In vitro-transcription can yield RNA with residual
immunogenicity, even when pseudouridine and 5-methylcy-
tidine are completely substituted for uridine and cytidine,
respectively (See Angel Reprogramming Human Somatic
Cells to Pluripotency Using RNA [Doctoral Thesis]. Cam-
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bridge, Mass.: MIT; 2011, the contents of which are hereby
incorporated by reference). For this reason, i1t 1s common to
add an immunosuppressant to the transfection medium when
transtecting cells with RNA. In certain situations, adding an
immunosuppressant to the transtection medium may not be
desirable, 1n part because the recombinant immunosuppres-
sant most commonly used for this purpose, B18R, can be
expensive and dificult to manufacture. It has now been
discovered that cells can be transtected and/or repro-
grammed according to the methods of the present invention,
without using B18R or any other immunosuppressant. It has
been further discovered that reprogramming cells according,
to the methods of the present imvention without using
immunosuppressants can be rapid, etlicient, and rehable.
Certain embodiments are therefore directed to a method for
transfecting a cell, wherein the transfection medium does
not contain an immunosuppressant. Other embodiments are
directed to a method for reprogramming a cell, wherein the
transiection medium does not contain an 1IMMUNOSUPPres-
sant. In certain situations, for example when using a high
cell density, 1t may be beneficial to add an immunosuppres-
sant to the transfection medium. Certain embodiments are
therefore directed to a method for transfecting a cell,
wherein the transfection medium contains an 1mmunosup-
pressant. Other embodiments are directed to a method for
reprogramming a cell, wherein the transifection medium
contains an immunosuppressant. In one embodiment, the
immunosuppressant 1s B18R or a biologically active frag-
ment, analogue, variant or family-member thereof or dex-
amethasone or a derivative thereof. In one embodiment,
cells are plated at a density of less than about 20,000
cells/cm?, and the transfection medium does not contain an
immunosuppressant. In another embodiment, the transiec-
tion medium does not contain an 1immunosuppressant, and
the nucleic-acid dose 1s chosen to prevent excessive toxicity.
In still another embodiment, the nucleic-acid dose 1s less
than 2 ug/well of a 6-well plate, such as about 0.25 ug/well
of a 6-well plate or about 1 ug/well of a 6-well plate.
Reprogrammed cells produced according to certain
embodiments of the present invention are suitable for thera-
peutic applications, including transplantation into patients,
as they do not contain exogenous DNA sequences, and they
are not exposed to animal-derived or human-derived prod-
ucts, which may be undefined, and which may contain toxic
and/or pathogenic contaminants. Furthermore, the high
speed, efliciency, and reliability of certain embodiments of
the present invention may reduce the risk of acquisition and
accumulation of mutations and other chromosomal abnor-
malities. Certain embodiments of the present invention can
thus be used to generate cells that have a safety profile
adequate for use 1n therapeutic applications. For example,
reprogramming cells using RNA and the medium of the
present mvention, wherein the medium does not contain
amimal or human-derived components, can yield cells that
have not been exposed to allogeneic material. Certain
embodiments are therefore directed to a reprogrammed cell
that has a desirable safety profile. In one embodiment, the
reprogrammed cell has a normal karyotype. In another
embodiment, the reprogrammed cell has fewer than about 5
copy-number variations (CNVs) relative to the patient
genome, such as fewer than about 3 copy-number variations
relative to the patient genome, or no copy-number variations
relative to the patient genome. In yet another embodiment,
the reprogrammed cell has a normal karyotype and fewer
than about 100 single nucleotide variants in coding regions
relative to the patient genome, or fewer than about 50 single
nucleotide variants 1n coding regions relative to the patient
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genome, or fewer than about 10 single nucleotide variants 1n
coding regions relative to the patient genome.

Endotoxins and nucleases can co-purily and/or become
associated with other proteins, such as serum albumin.
Recombinant proteins, in particular, can often have high
levels of associated endotoxins and nucleases, due 1n part to
the lysis of cells that can take place during their production.
Endotoxins and nucleases can be reduced, removed,
replaced or otherwise mactivated by many of the methods of
the present invention, including, for example, by acetylation,
by addition of a stabilizer such as sodium octanoate, fol-
lowed by heat treatment, by the addition of nuclease inhibi-
tors to the albumin solution and/or medium, by crystalliza-
tion, by contacting with one or more 1on-exchange resins, by
contacting with charcoal, by preparative electrophoresis or
by aflinity chromatography. It has now been discovered that
partially or completely reducing, removing, replacing or
otherwise inactivating endotoxins and/or nucleases from a
medium and/or from one or more components of a medium
can increase the efhciency with which cells can be trans-
fected and reprogrammed. Certain embodiments are there-
fore directed to a method for transfecting a cell with one or
more nucleic acids, wherein the transfection medium 1s
treated to partially or completely reduce, remove, replace or
otherwise inactivate one or more endotoxins and/or nucle-
ases. Other embodiments are directed to a medium that
causes minimal degradation of nucleic acids. In one embodi-
ment, the medium contains less than about 1 EU/mL, or less
than about 0.1 EU/mL, or less than about 0.01 EU/mL..

In certain situations, protein-based lipid carriers such as
serum albumin can be replaced with non-protein-based lipid
carriers such as methyl-beta-cyclodextrin. The medium of
the present invention can also be used without a lipid carrier,
for example, when transiection 1s performed using a method
that may not require or may not benefit from the presence of
a lipid carnier, for example, using one or more polymer-
based transfection reagents or peptide-based transfection
reagents.

Many protein-associated molecules, such as metals, can
be highly toxic to cells. This toxicity can cause decreased
viability 1n culture, as well as the acquisition of mutations.
Certain embodiments thus have the additional benefit of
producing cells that are free from toxic molecules.

The associated-molecule component of a protein can be
measured by suspending the protein in solution and mea-
suring the conductivity of the solution. Certain embodiments
are therefore directed to a medium that contains a protein,
wherein about a 10% solution of the protein 1n water has a
conductivity of less than about 500 mho/cm. In one embodi-
ment, the solution has a conductivity of less than about 50
mho/cm.

A low-oxygen environment can be beneficial for the
culture of many types of cells. Certain embodiments are
therefore directed to a method for culturing, transfecting,
reprogramming, and/or gene-editing cells, wherein the cells
are cultured, transfected, reprogrammed, and/or gene-edited
in a low-oxygen environment. In one embodiment, the
low-oxygen environment contains between about 2% and
about 10% oxygen, or between about 4% and about 6%
oxXygen.

The amount of nucleic acid delivered to cells can be
increased to increase the desired ellect of the nucleic acid.
However, increasing the amount of nucleic acid delivered to
cells beyond a certain point can cause a decrease 1n the
viability of the cells, due 1n part to toxicity of the transfec-
tion reagent. It has now been discovered that when a nucleic
acid 1s delivered to a population of cells 1n a fixed volume
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(for example, cells 1n a region of tissue or cells grown 1n a
cell-culture vessel), the amount of nucleic acid delivered to
cach cell can depend on the total amount of nucleic acid
delivered to the population of cells and to the density of the
cells, with a higher cell density resulting 1n less nucleic acid
being delivered to each cell. In certain embodiments, a cell
1s transfected with one or more nucleic acids more than
once. Under certain conditions, for example when the cells
are proliferating, the cell density may change from one
transiection to the next. Certain embodiments are therefore
directed to a method for transfecting a cell with a nucleic
acid, wherein the cell 1s transfected more than once, and
wherein the amount of nucleic acid delivered to the cell 1s
different for two of the transfections. In one embodiment, the
cell proliferates between two of the transfections, and the
amount of nucleic acid delivered to the cell 1s greater for the
second of the two transfections than for the first of the two
transfections. In another embodiment, the cell 1s transtected
more than twice, and the amount of nucleic acid delivered to
the cell 1s greater for the second of three transiections than
for the first of the same three transtections, and the amount
of nucleic acid delivered to the cells 1s greater for the third
of the same three transfections than for the second of the
same three transfections. In yet another embodiment, the cell
1s transfected more than once, and the maximum amount of
nucleic acid delivered to the cell during each transfection 1s
suiliciently low to yield at least about 80% wviability for at
least two consecutive transiections.

It has now been discovered that modulating the amount of
nucleic acid delivered to a population of proliferating cells
in a series ol transiections can result in both an increased
cllect of the nucleic acid and 1ncreased viability of the cells.
It has been further discovered that, in certain situations,
when cells are contacted with one or more nucleic acids
encoding one or more reprogramming factors in a series of
transiections, the efliciency of reprogramming can be
increased when the amount of nucleic acid delivered 1n later
transiections 1s greater than the amount of nucleic acid
delivered in earlier transfections, for at least part of the
series ol transiections. Certain embodiments are therefore
directed to a method for reprogramming a cell, wherein one
or more nucleic acids 1s repeatedly delivered to the cell 1n a
series of transfections, and the amount of the nucleic acid
delivered to the cell 1s greater for at least one later trans-
fection than for at least one earlier transiection. In one
embodiment, the cell 1s transfected between about 2 and
about 10 times, or between about 3 and about 8 times, or
between about 4 and about 6 times. In another embodiment,
the one or more nucleic acids includes at least one RNA
molecule, the cell 1s transfected between about 2 and about
10 times, and the amount of nucleic acid delivered to the cell
in each transiection 1s the same as or greater than the amount
of nucleic acid delivered to the cell in the most recent
previous transfection. In vet another embodiment, the
amount of nucleic acid delivered to the cell 1n the first
transfection is between about 20 ng/cm® and about 250
ng/cm”, or between 100 ng/cm” and 600 ng/cm”. In yet
another embodiment, the cell 1s transfected about 5 times at
intervals of between about 12 and about 48 hours, and the
amount of nucleic acid delivered to the cell 1s about 25
ng/cm” for the first transfection, about 50 ng/cm? for the
second transfection, about 100 ng/cm” for the third trans-
fection, about 200 ng/cm® for the fourth transfection, and
about 400 ng/cm” for the fifth transfection. In yet another
embodiment, the cell 1s further transfected at least once after
the fifth transtection, and the amount of nucleic acid deliv-
ered to the cell is about 400 ng/cm”.
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Certain embodiments are directed to a method for trans-
fecting a cell with a nucleic acid, wherein the amount of
nucleic acid 1s determined by measuring the cell density, and
choosing the amount of nucleic acid to transfect based on the
measurement of cell density. In one embodiment, the cell 1s
present 1n an 1n vitro culture, and the cell density 1s measured
by optical means. In another embodiment, the cell 1s trans-
fected repeatedly, the cell density increases between two
transfections, and the amount of nucleic acid transfected 1s
greater for the second of the two transfections than for the
first of the two transfections.

It has now been discovered that, 1n certain situations, the
transiection efliciency and viability of cells cultured in the
medium of the present invention can be improved by con-
ditioning the medium. Certain embodiments are therefore
directed to a method for conditioning a medium. Other
embodiments are directed to a medium that 1s conditioned.
In one embodiment, the feeders are fibroblasts, and the
medium 1s conditioned for approximately 24 hours. Other
embodiments are directed to a method for transiecting a cell,
wherein the transfection medium i1s conditioned. Other
embodiments are directed to a method for reprogramming
and/or gene-editing a cell, wherein the medium 1s condi-
tioned. In one embodiment, the feeders are mitotically
inactivated, for example, by exposure to a chemical such as
mitomycin-C or by exposure to gamma radiation. In certain
embodiments, 1t may be beneficial to use only autologous
maternals, 1n part to, for example and not wishing to be
bound by theory, avoid the risk of disease transmission from
the feeders to the cell. Certain embodiments are therefore
directed to a method for transfecting a cell, wherein the
transfection medium 1s conditioned, and wherein the feeders
are derived from the same individual as the cell being
transfected. Other embodiments are directed to a method for
reprogramming and/or gene-editing a cell, wherein the
medium 1s conditioned, and wherein the feeders are derived
from the same individual as the cell being reprogrammed
and/or gene-edited.

Several molecules can be added to media by conditioning.
Certain embodiments are therefore directed to a medium that
1s supplemented with one or more molecules that are present
in a conditioned medium. In one embodiment, the medium
1s supplemented with Wntl, Wnt2, Wnt3, Wnt3a or a
biologically active fragment, analogue, variant, agonist, or
family-member thereof. In another embodiment, the
medium 15 supplemented with TGF- or a biologically
active fragment, analogue, variant, agonist, or family-mem-
ber thereof. In yet another embodiment, a cell 1s repro-
grammed according to the method of the present invention,
wherein the medium 1s not supplemented with TGF-[5 for
between about 1 and about 5 days, and 1s then supplemented
with TGF-§ for at least about 2 days. In yet another
embodiment, the medium 1s supplemented with IL-6, IL-6R
or a biologically active fragment, analogue, variant, agonist,
or family-member thereof. In yet another embodiment, the
medium 1s supplemented with a sphingolipid or a fatty acid.
In still another embodiment, the sphingolipid 1s lysophos-
phatidic acid, lysosphingomyelin, sphingosine-1-phosphate
or a biologically active analogue, variant or derivative
thereof.

In addition to mitotically mactivating cells, under certain
conditions, 1rradiation can change the gene expression of
cells, causing cells to produce less of certain proteins and
more of certain other proteins that non-irradiated cells, for
example, members of the Wnt family of proteins. In addi-
tion, certain members of the Wnt family of proteins can
promote the growth and transformation of cells. It has now

-
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been discovered that, 1n certain situations, the efliciency of
RNA reprogramming can be greatly increased by contacting
the cell with a medium that 1s conditioned using irradiated
teeders 1nstead of mitomycin-c-treated feeders. It has been
turther discovered that the increase 1n reprogramming etli-
ciency observed when using irradiated feeders 1s caused 1n
part by Wnt proteins that are secreted by the feeders. Certain
embodiments are therefore directed to a method for repro-
gramming a cell, wherein the cell 1s contacted with Wntl,
Wnt2, Wnt3, Wnt3a or a biologically active fragment,
analogue, variant, family-member or agonist thereot, includ-
ing agonists of downstream targets of Wnt proteins, and/or
agents that mimic one or more of the biological effects of
Wnt proteins, for example, 2-amino-4-[3.,4-(methylenedi-
oxy)benzylamino|-6-(3-methoxyphenyl)pyrimidine.

It has now been discovered that the medium of the present
invention can be used to maintain cells, including fibroblasts
and human pluripotent stem cells, 1n culture (1.e. as a
“maintenance medium”).

Certain embodiments are therefore directed to a medium
that 1s used as a maintenance medium. In one embodiment,
the medium does not contain any human-derived compo-
nents. In another embodiment, the medium 1s chemically
defined.

Because of the low efliciency of many DNA-based repro-
gramming methods, these methods may be diflicult or
impossible to use with cells derived from patient samples,
which may contain only a small number of cells. In contrast,
the high efliciency of certain embodiments of the present
invention can allow reliable reprogramming from small
numbers of cells, mcluding from single cells. Certain
embodiments can thus be used to reprogram cells from a
biopsy sample, including without first establishing a large
culture. Reprogramming cells directly from a biopsy may be
desirable 1n certain situations, for example when generating
a personalized therapeutic, 1n part because establishing a
large culture of primary cells can be time-consuming, the
additional handling involved 1n establishing a large culture
can carry an increased risk of contamination, and the addi-
tional time 1n culture can carry an increased risk of genomic
instability and the acquisition of mutations, including point
mutations, copy-number variations, and karyotypic abnor-
malities. Certain embodiments are therefore directed to a
method for reprogramming a cell by first harvesting the cell
from a patient or from a biopsy sample, and then repro-
gramming the cell. In one embodiment, the cell 1s repro-
grammed without first establishing a large culture, prefer-
ably a first transfection 1s performed before the culture is
passaged more than twice. In another embodiment, the cell
1s harvested from a patient, and a first transfection is
performed after no more than about 14 days from the time
the cell 1s first plated. In yet another embodiment, the cell 1s
harvested from a biopsy sample, and a first transfection 1s
performed after no more than about 7 days from the time the
cell 1s first plated. In yet another embodiment, the biopsy 1s
a full-thickness dermal punch biopsy, the cell 1s harvested
from the biopsy sample by treatment with one or more
enzymes, the cell 1s plated on a surface that 1s coated with
one or more cell-adhesion molecules and/or the cell 1s plated
in a medium that contains a cell-adhesion molecule, the cell
1s transfected with one or more nucleic acids comprising at
least one RNA molecule, and a first transiection 1s per-
formed after no more than about 14 days from the time the
cell 1s first plated. In still another embodiment, the enzyme
1s collagenase. In yet another embodiment, the collagenase
1s animal-component free. In another embodiment, the col-
lagenase 1s present at a concentration of between about 0.1
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mg/mL and about 10 mg/mL., or between about 0.5 mg/mL
and about 5 mg/mL. In yet another embodiment, the cell 1s
harvested from blood. In yet another embodiment, the cell 1s
plated in a medium containing one or more proteins that 1s
derived from the patient’s blood. In still another embodi-

ment, the cell 1s plated in DMEM/F12+2 mM L-alanyl-L-

glutamine+between about 5% and about 25% patient-de-
rived serum, or between about 10% and about 20% patient-
derived serum, or about 20% patient-derived serum.

It has now been discovered that, in certain situations,
transiecting cells with a mixture of RNA encoding Oct4,
Sox2, Kli4, and c-Myc using the medium of the present
invention can cause the rate of proliferation of the cells to
increase. When the amount of RNA delivered to the cells 1s
too low to ensure that all of the cells are transtected, only a
fraction of the cells may show an increased proliferation
rate. In certain situations, such as when generating a per-
sonalized therapeutic, increasing the proliferation rate of
cells may be desirable, 1n part because doing so can reduce
the time necessary to generate the therapeutic, and therefore
can reduce the cost of the therapeutic. Certain embodiments
are therefore directed to a method for transiecting a cell with
a mixture of RNA encoding Oct4, Sox2, K114, and c-Myc,
wherein the cell exhibits an increased proliferation rate. In
one embodiment, cells showing an increased proliferation
rate are 1solated from the culture. In another embodiment,
cells showing an increased proliferation rate are expanded
and cultured 1n a medium that supports the growth of one or
more cell types, and are reprogrammed to a cell of one of the
one or more cell types.

Many diseases are associated with one or more mutations.
Mutations can be corrected by contacting a cell with a
nucleic acid that encodes a protein that, either alone or in
combination with other molecules, corrects the mutation (an
example ol gene-editing). Examples of such proteins
include: zinc finger nucleases and TALENSs. Certain embodi-
ments are therefore directed to a method for transfecting a
cell with a nucleic acid, wherein the nucleic acid encodes a
protein that, either alone or in combination with other
molecules, creates a single-strand or double-strand break in
a DNA molecule. In a one embodiment, the protein 1s a zinc
finger nuclease or a TALEN. In another embodiment, the
nucleic acid 1s an RNA molecule. In yet another embodi-
ment, the single-strand or double-strand break i1s within

about 5,000,000 bases of the transcription start site of a gene
selected from the group: CCR5, CXCR4, GADI1, GAD?2,

CFTR, HBAI1, HBA2, HBB, HBD, FANCA, XPA, XPB,
XPC, ERCC2, POLH, HTT, DMD, SODI1, APOE, PRNP,
BRCAI1, and BRCA2 or an analogue, variant or family-
member thereol. In yet another embodiment, the cell 1s
transiected with a nucleic acid that acts as a repair template
by eirther causing the insertion of a DNA sequence in the
region of the single-strand or double-strand break or by
causing the DNA sequence 1n the region of the single-strand
or double-strand break to otherwise change. In yet another
embodiment, the cell 1s reprogrammed, and subsequently,
the cell 1s gene-edited. In vet another embodiment, the cell
1s gene-edited, and subsequently, the cell 1s reprogrammed.
In yet another embodiment, the gene-editing and reprogram-
ming are performed within about 7 days of each other. In yet
another embodiment, the gene-editing and reprogramming
occur simultaneously or on the same day. In yet another
embodiment, the cell 1s a skin cell, the skin cell 1s gene-
edited to disrupt the CCRS5 gene, the skin cell 1s repro-
grammed to a hematopoietic stem cell, thus producing a
therapeutic for HIV/AIDS, and the therapeutic 1s introduced
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into a patient with HIV/AIDS. In yet another embodiment,
the skin cell 1s derived from the same patient into whom the
therapeutic 1s introduced.

Genes that can be edited according to the methods of the
present 1vention to produce therapeutics of the present
invention include genes that can be edited to restore normal
function, as well as genes that can be edited to reduce or
climinate function. Such genes 1nclude, but are not limited
to beta globin (HBB), mutations 1n which can cause sickle
cell disease (SCD) and [3-thalassemia, breast cancer 1, early
onset (BRCAT1) and breast cancer 2, early onset (BRCA2),
mutations in which can increase susceptibility to breast
cancer, C—C chemokine receptor type 5 (CCRS5) and
C—X—C chemokine receptor type 4 (CXCR4), mutations
in which can confer resistance to HIV infection, cystic
fibrosis transmembrane conductance regulator (CFTR),
mutations 1 which can cause cystic fibrosis, dystrophin
(DMD), mutations in which can cause muscular dystrophy,
including Duchenne muscular dystrophy and Becker’s mus-
cular dystrophy, glutamate decarboxylase 1 and glutamate
decarboxylase 2 (GADI1, GAD?2), mutations in which can
prevent autoimmune destruction of [3-cells, hemoglobin
alpha 1, hemoglobin alpha 2, and hemoglobin delta (HBAI,
HBA2, and HBD), mutations 1n which can cause thalas-
semia, Huntington (HTT), mutations 1 which can cause
Huntington’s disease, superoxide dismutase 1 (SODI1),
mutations in which can cause amyotrophic lateral sclerosis
(ALS), XPA, XPB, XPC, XPD (ERCC6) and polymerase
(DNA directed), eta (POLH), mutations 1n which can cause
xeroderma pigmentosum, leucine-rich repeat kinase 2
(LRRK2), mutations 1n which can cause Parkinson’s dis-
case, and Fanconi anemia, complementation groups A, B, C,
DI1,D2,E,F,G,1,]J,L, M, N, P (FANCA, FANCB, FANCC,
FANCDI1, FANCD2, FANCE, FANCFE, FANCG, FANCI,
FANCI, FANCL FANCM FANCN, FANCP), and RADSI
homolog C (S. cerewsxae) (RADS51C), mutations in which
can cause Fanconi anemia.

Certain embodiments are directed to a therapeutic com-
prising a nucleic acid that encodes one or more gene-editing,
proteins. Other embodiments are directed to a therapeutic
comprising one or more cells that are transfected, repro-
grammed, and/or gene-edited according to the methods of
the present invention. In one embodiment, a cell 1s trans-
fected, reprogrammed, and/or gene-edited, and the trans-
tected, reprogrammed, and/or gene-edited cell 1s introduced
into a patient. In another embodiment, the cell 1s harvested
from the same patient imnto whom the transifected, repro-
grammed and/or gene-edited cell 1s introduced. Examples of
diseases that can be treated with therapeutics of the present
invention include, but are not limited to Alzheimer’s disease,
spinal cord injury, amyotrophic lateral sclerosis, cystic fibro-
s1s, heart disease, including 1schemic and dilated cardio-
myopathy, macular degeneration, Parkinson’s disease, Hun-
tington’s disease, diabetes, sickle-cell anemia, thalassemia,
Fanconi anemia, xeroderma pigmentosum, muscular dystro-
phy, severe combined immunodeficiency, hereditary sensory
neuropathy, cancer, and HIV/AIDS. In certain embodiments,
the therapeutic comprises a cosmetic. In one embodiment, a
cell 1s harvested from a patient, the cell 1s reprogrammed and
expanded to a large number of adipose cells, thus producing
a cosmetic, and the cosmetic 1s mtroduced into the patient.
In still another embodiment, the cosmetic 1s used for tissue
reconstruction.

While detailed examples are provided heremn for the
production of specific types of cells and for the production
of therapeutics comprising specific types of cells, 1t 1s
recognized that the methods of the present invention can be
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used to produce many other types of cells, and to produce
therapeutics comprising one or more of many other types of
cells, for example, by reprogramming a cell according to the
methods of the present invention, and culturing the cell
under conditions that mimic one or more aspects of devel-
opment by providing conditions that resemble the conditions
present 1n the cellular microenvironment during develop-
ment.

Certain embodiments are directed to a library of cells with
a variety of human leukocyte antigen (HLA) types (“HLA-
matched libraries™). An HLA-matched library may be ben-
eficial 1n part because 1t can provide for the rapid production
and/or distribution of therapeutics without the patient having
to wait for a therapeutic to be produced from the patient’s
cells. Such a hibrary may be particularly beneficial for the
treatment of heart disease and diseases of the blood and/or
immune system for which patients may benefit from the
immediate availability of a therapeutic.

Certain embodiments are directed to a cell that 1s used for
tissue/organ modeling and/or disease modeling. In one
embodiment, a skin cell 1s reprogrammed and expanded to
a large number of cardiac cells, and the cardiac cells are used
for screening bioactive molecules for cardiotoxicity (an
example of safety testing). In another embodiment, a skin
cell from a patient with Alzheimer’s disease 1s repro-
grammed and expanded to a large number of cortical neu-
rons, and the cortical neurons are used for screening bioac-
tive molecules for reducing the accumulation of insoluble
plaques (an example of eflicacy testing). Certain embodi-
ments of the present invention are therefore useful for safety
testing and/or eflicacy testing.

Certain embodiments are directed to a method for encap-
sulating cells and/or seeding cells 1n a scaflold, and to cells
that are encapsulated and/or cells that are seeded 1n a
scallold. In certain situations, encapsulating cells may be
beneficial, in part because encapsulated cells may be less
immunogenic than non-encapsulated cells. In one embodi-
ment, a cell 1s reprogrammed to a glucose-responsive 1msu-
lin-producing cell, the glucose-responsive msulin-producing
cell 1s encapsulated 1n a material such as alginate, and the
encapsulated glucose-responsive insulin-producing cell 1s
introduced 1nto a patient with type 1 diabetes. In another
embodiment, the introducing 1s by intraperitoneal 1njection
or intraportal 1njection. In certain situations, seeding cells 1n
a scallold may be beneficial, 1n part because a scaflold can
provide mechanical stability. In one embodiment, a cell 1s
reprogrammed and expanded into a large number of fibro-
blasts and keratinocytes, the fibroblasts and keratinocytes
are seeded 1n a scatlold comprising collagen, and the seeded
scaflold 1s applied to a wound, forming a synthetic skin
grait. In another embodiment, a cell 1s reprogrammed, the
reprogrammed cell 1s mixed with a scaflold in liquid or
slurry form, the mixture 1s mtroduced into the patient, and
the stifiness of the scaflold increases upon or after introduc-
tion.

Certain embodiments are directed to a method for puri-
tying cells. Transiecting, reprogramming, and gene-editing
can often produce populations of cells that include cells with
the desired phenotype and cells with one or more undesired
phenotypes. Certain embodiments are therefore directed to a
method for punifying transiected, reprogrammed, and/or
gene-edited cells. In one embodiment, the cells are purified
using a density gradient. In another embodiment, the cells
are purified by contacting the cells with one or more
antibodies that allows the separation of cells having one or
more desired phenotypes from cells having one or more
undesired phenotypes. In another embodiment, the antibody
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1s bound to a substrate, preferably a magnetic bead. In yet
another embodiment, the antibody 1s bound to a fluorescent
molecule, and the separation 1s performed by fluorescence
activated cell sorting (FACS) or other similar means. In
another embodiment, cells with an undesired phenotype are
prevented from proliferating, preferably by contacting the
cells with one or more molecules that prevents the cells from
dividing, preferably mitomycin-c, 5-aza-deoxycytidine,
fluorouracil or a biologically active analogue or derivative
thereol. Other embodiments are directed to a therapeutic
comprising cells that are purified to enrich the fraction of
cells having one or more desired phenotypes.

Certain embodiments are directed to a method for pro-
ducing animal models, including models of mutations and
diseases. In one embodiment, an animal skin cell 1s gene-
edited and reprogrammed to a pluripotent stem cell. In
another embodiment, about 1-100 reprogrammed and gene-
edited cells are injected 1nto a blastocyst, and the blastocyst
1s 1mplanted into the uterine horn of an amimal. In one
embodiment, the animal 1s selected from the group: a cat, a
dog, a mouse, a pig, a horse, a cow, a chicken, a sheep, a
goat, a fish, a primate, and a rat. In another embodiment, the
amimal 1s a rat.

Certain non-canonical nucleotides, when incorporated
into synthetic RNA molecules, can reduce the toxicity of the
synthetic RNA molecules, 1n part by interfering with binding
ol proteins that detect exogenous nucleic acids, for example,
protein kinase R, Rig-1 and the oligoadenylate synthetase
family of proteins. Non-canonical nucleotides that have
been reported to reduce the toxicity of synthetic RNA
molecules when incorporated therein include: pseudourti-
dine, 5-methyluridine, 2-thiounidine, 5-methylcytidine,
No6-methyladenosine, and certain combinations thereof.
However, the chemical characteristics of non-canonical
nucleotides that can enable them to lower the toxicity of
synthetic RNA molecules have, until this point, remained
unknown. Furthermore, incorporation of large amounts of
most non-canonical nucleotides, for example, 5-methyluri-
dine, 2-thiouridine, 5-methylcytidine, and N6-methylad-
enosine, can reduce the efliciency with which synthetic RNA
molecules can be translated into protein, limiting the utility
of synthetic RNA molecules containing these nucleotides 1n
applications that require protein expression. In addition,
while pseudouridine can be completely substituted for uri-
dine 1n synthetic RNA molecules without reducing the
elliciency with which the synthetic RNA molecules can be
translated into protein, in certain situations, for example,
when performing frequent, repeated transiections, synthetic
RINA molecules containing only adenosine, guanosine, cyti-
dine, and pseudouridine can exhibit excessive toxicity.

It has now been discovered that synthetic RNA molecules
containing one or more non-canonical nucleotides that
include one or more substitutions at the 2C and/or 4C and/or
SC positions 1n the case of a pyrimidine or the 6C and/or 7N
and/or 8C positions 1n the case of a purine can be less toxic
than synthetic RNA molecules containing only canonical
nucleotides, due 1n part to the ability of substitutions at these
positions to interfere with recognition of synthetic RNA
molecules by proteins that detect exogenous nucleic acids,
and furthermore, that substitutions at these positions can

have minimal impact on the ethiciency with which the
synthetic RNA molecules can be translated into protein, due
in part to the lack of interference of substitutions at these
positions with base-pairing and base-stacking interactions.
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Examples of non-canonical nucleotides that include one
or more substitutions at the 2C and/or 4C and/or 5C posi-
tions 1n the case of a pyrimidine or the 6C and/or 7N and/or
8C positions 1n the case of a purine include, but are not
limited to: 2-thiouridine, 5-azauridine, pseudoundine,
4-thiouridine, 3S-methyluridine, 3-aminouridine, 5-hy-
droxyuridine, 5-methyl-5-azauridine, S-amino-3-azauridine,
S-hydroxy-5-azauridine, S-methylpseudouridine, S-aminop-
seudouridine, S-hydroxypseudouridine, 4-thio-5-azauridine,
4-thiopseudouridine, 4-thio-5-methyluridine, 4-thio-5-ami-
nouridine, 4-thio-5-hydroxyuridine, 4-thio-35-methyl-5-
azauridine, 4-thio-3-amino-5-azauridine, 4-thio-5-hydroxy-
S-azauridine,  4-thio-5-methylpseudouridine,  4-thio-3-
aminopseudouridine, 4-thio-5-hydroxypseudouridine,
2-thiocytidine, S-azacytidine, pseudoisocytidine, N4-meth-
ylcytidine, N4-aminocytidine, N4-hydroxycytidine, 5-meth-
ylcytidine, 5-aminocytidine, 3-hydroxycytidine, 3-methyl-
S-azacytidine, S-amino-5-azacytidine, S-hydroxy-3-
azacytidine, S-methylpseudoisocytidine,
S-aminopseudoisocytidine,  5-hydroxypseudoisocytidine,
N4-methyl-5-azacytidine, N4-methylpseudoisocytidine,
2-thio-5-azacytidine, 2-thiopseudoisocytidine, 2-thio-N4-
methyleytidine, 2-thio-N4-aminocytidine, 2-thio-N4-hy-
droxycytidine, 2-thio-35-methylcytidine, 2-thio-5-aminocyti-
dine, 2-thio-5-hydroxycytidine, 2-thio-5-methyl-5-
azacytidine, 2-thio-5-amino-5-azacytidine, 2-thio-5-
hydroxy-5-azacytidine, 2-thio-3-methylpseudoisocytidine,
2-thio-5-aminopseudoisocytidine,  2-thio-5-hydroxypseu-
doisocytidine, 2-thio-N4-methyl-5-azacytidine, 2-thio-N4-
methylpseudoisocytidine, N4-methyl-5-methylcytidine,
N4-methyl-5-aminocytidine, N4-methyl-5-hydroxycytidine,
N4-methyl-5-methyl-5-azacytidine, N4-methyl-5-amino-5-
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azacytidine, N4-methyl-5-hydroxy-5-azacytidine,
N4-methyl-5-methylpseudoisocytidine, N4-methyl-5-amin-
opseudoisocytidine, N4-methyl-3-hydroxypseudoisocyti-
dine, N4-amino-5-azacytidine, N4-aminopseudoisocytidine,
N4-amino-5-methylcytidine, N4-amino-5-aminocytidine,
N4-amino-5-hydroxycytidine, N4-amino-3-methyl-5-azacy-
tidine, N4-amino-5-amino-5-azacytidine, N4-amino-3-hy-
droxy-5-azacytidine, N4-amino-5-methylpseudoisocytidine,
N4-amino-5-aminopseudoisocytidine, N4-amino-5-hy-
droxypseudoisocytidine, N4-hydroxy-5-azacytidine, N4-hy-
droxypseudoisocytidine, N4-hydroxy-5-methylcytidine,
N4-hydroxy-5-aminocytidine, N4-hydroxy-5-hydroxycyti-
dine, N4-hydroxy-5-methyl-5-azacytidine, N4-hydroxy-5-
amino-S-azacytidine, N4-hydroxy-3-hydroxy-5-azacyti-
dine, N4-hydroxy-35-methylpseudoisocytidine, N4-hydroxy-
S-aminopseudoisocytidine, N4-hydroxy-5-
hydroxypseudoisocytidine, 2-thi0-N4-methyl-5-
methylcytidine, 2-thio-N4-methyl-5-aminocytidine, 2-thio-
N4-methyl-3-hydroxycytidine, 2-thio-N4-methyl-5-methyl-
S-azacytidine,  2-thio-N4-methyl-5-amino-3-azacytidine,
2-thio-N4-methyl-5-hydroxy-5-azacytidine, 2-th10-N4-
methyl-5-methylpseudoisocytidine,  2-thio-N4-methyl-5-
aminopseudoisocytidine, 2-thio-N4-methyl-5-hydroxypseu-
doisocytidine, 2-thio-N4-amino-5-azacytidine, 2-thio-N4-
aminopseudoisocytidine, 2-th1o-N4-amino-3-
methylcytidine, 2-thio-N4-amino-5-aminocytidine, 2-thio-
N4-amino-5-hydroxycytidine, 2-thio-N4-amino-5-methyl-
S-azacytidine, 2-th10-N4-amino-5-amino-5-azacytidine,
2-th1o-N4-amino-5-hydroxy-5-azacytidine, 2-th10-N4-
amino-5-methylpseudoisocytidine, 2-thio-N4-amino-5-ami-
nopseudoisocytidine, 2-thio-N4-amino-5-hydroxypseudoi-
socytidine, 2-thio-N4-hydroxy-5-azacytidine, 2-thio-N4-
hydroxypseudoisocytidine, 2-thio-N4-hydroxy-5-
methylcytidine, N4-hydroxy-5-aminocytidine, 2-thio-IN4-
hydroxy-5-hydroxycytidine, 2-thio-N4-hydroxy-35-methyl-
S-azacytidine, 2-thio-N4-hydroxy-5-amino-3-azacytidine,
2-thi0-N4-hydroxy-5-hydroxy-5-azacytidine, 2-thio-N4-hy-
droxy-5-methylpseudoisocytidine,  2-thio-N4-hydroxy-5-
aminopseudoisocytidine, 2-thio-N4-hydroxy-5-hydroxyp-

seudoisocytidine, N6-methyladenosine,
N6-aminoadenosine, No6-hydroxyadenosine, 7-deazaade-
nosine, 8-azaadenosine, N6-methyl-7-deazaadenosine,

N6-methyl-8-azaadenosine, 7-deaza-8-azaadenosine,
N6-methyl-7-deaza-8-azaadenosine, N6-amino-7-deazaade-
nosine, N6-amino-8-azaadenosine, N6-amino-7-deaza-8-
azaadenosine,  N6-hydroxyadenosine,  N6-hydroxy-7-
deazaadenosine, N6-hydroxy-8-azaadenosine, N6-hydroxy-
7-deaza-8-azaadenosine, 6-thioguanosine,
7-deazaguanosine, 8-azaguanosine, 6-thio-7-deazaguanos-
ine, 6-thio-8-azaguanosine, 7-deaza-8-azaguanosine, and
6-thio-7-deaza-8-azaguanosine. Note that alternative nam-
ing schemes exist for certain non-canonical nucleotides. For
example, 1n certain situations, 5-methylpseudouridine can
be referred to as “3-methylpseudouridine” or “N3-methylp-
seudouridine”.

Nucleotides that contain the prefix “amino” can refer to
any nucleotide that contains a mitrogen atom bound to the
atom at the stated position of the nucleotide, for example,
S-aminocytidine can refer to 5-aminocytidine, 5-methylami-
nocytidine, and 3S-nitrocytidine. Similarly, nucleotides that
contain the prefix “methyl” can refer to any nucleotide that
contains a carbon atom bound to the atom at the stated
position of the nucleotide, for example, S5-methylcytidine
can refer to 5-methylcytidine, 5-ethylcytidine, and 5-hy-
droxymethylcytidine, nucleotides that contain the prefix
“th10” can refer to any nucleotide that contains a sulfur atom
bound to the atom at the given position of the nucleotide, and
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nucleotides that contain the prefix “hydroxy” can refer to
any nucleotide that contains an oxygen atom bound to the
atom at the given position of the nucleotide.

Certain embodiments are therefore directed to a synthetic
RNA molecule, wherein the synthetic RNA molecule con-
tains one or more nucleotides that includes one or more
substitutions at the 2C and/or 4C and/or 5C positions 1n the
case of a pyrimidine or the 6C and/or 7N and/or 8C positions
in the case of a purine. Other embodiments are directed to
a therapeutic, wherein the therapeutic contains one or more
synthetic RNA molecules, and wherein the one or more
synthetic RNA molecules contains one or more nucleotides
that includes one or more substitutions at the 2C and/or 4C
and/or SC positions in the case of a pyrimidine or the 6C
and/or 7N and/or 8C positions 1n the case of a purine. In one
embodiment, the therapeutic comprises a transfection
reagent. In another embodiment, the transfection reagent
comprises a cationic lipid, liposome or micelle. In still
another embodiment, the liposome or micelle comprises
folate and the therapeutic composition has anti-cancer activ-
ity. In another embodiment, the one or more nucleotides
includes at least one of pseudouridine, 2-thioundine,
4-thiouridine, 5-azauridine, 5-hydroxyuridine, 5-methyluri-
dine, S-aminouridine, 2-thiopseudouridine, 4-thiopseudou-
ridine, 5-hydroxypseudouridine, 5-methylpseudouridine,
S-aminopseudouridine, pseudoisocytidine, N4-methylcyti-
dine, 2-thiocytidine, 5-azacytidine, 5-hydroxycytidine,
S-aminocytidine, 5-methylcytidine, N4-methylpseudoisocy-

tidine, 2-thiopseudoisocytidine, 5-hydroxypseudoisocyti-
dine, 3S-aminopseudoisocytidine, 3S-methylpseudoisocyti-
dine, 7/-deazaadenosine, 7-deazaguanosine,

6-thioguanosine, and 6-thio-7-deazaguanosine. In another
embodiment, the one or more nucleotides includes at least
one of pseudouridine, 2-thiounidine, 4-thiouridine, 5-azau-
ridine, 5-hydroxyuridine, S-methyluridine, S-aminouridine,
2-thiopseudouridine, 4-thiopseudouridine, 5-hydroxyp-
seudouridine, S-methylpseudouridine, and S-aminopseudou-
ridine and at least one of pseudoisocytidine, N4-methylcy-
tidine, 2-thiocytidine, 5-azacytidine, 5-hydroxycytidine,
S-aminocytidine, 5-methylcytidine, N4-methylpseudoisocy-
tidine, 2-thiopseudoisocytidine, 5-hydroxypseudoisocyti-
dine, S-aminopseudoisocytidine, and 5-methylpseudoisocy-
fidine. In still another embodiment, the one or more
nucleotides include at least one of pseudouridine, 2-thiou-
ridine, 4-thiouridine, 5-azauridine, 5-hydroxyuridine,
S-methyluridine, 5-aminouridine, 2-thiopseudouridine,
4-thiopseudouridine, S-hydroxypseudouridine, and 5-meth-
ylpseudouridine, 5-aminopseudouridine and at least one of
pseudoisocytidine, N4-methylcytidine,  2-thiocytidine,
S-azacytidine, 5-hydroxycytidine, S-aminocytidine, S-meth-
ylcytidine, N4-methylpseudoisocytidine, 2-thiopseudoiso-
cytidine, 5-hydroxypseudoisocytidine, S-aminopseudoiso-
cytidine, and 5-methylpseudoisocytidine and at least one of
7-deazaguanosine, 6-thioguanosine, and 6-thio-7-deaz-
aguanosine. In vet another embodiment, the one or more
nucleotides includes: 5-methylcytidine and 7-deazaguanos-
ine. In another embodiment, the one or more nucleotides
also 1ncludes pseudouridine or 4-thiouridine or S-methylu-
ridine or 5-aminouridine or 4-thiopseudouridine or 5-meth-
ylpseudouridine or 5-aminopseudouridine. In a still another
embodiment, the one or more nucleotides also includes
7-deazaadenosine. In another embodiment, the one or more
nucleotides includes: pseudoisocytidine and 7-deazaguanos-
ine and 4-thiouridine. In yet another embodiment, the one or
more nucleotides includes: pseudoisocytidine or 7-deaz-
aguanosine and pseudouridine. In still another embodiment,
the one or more nucleotides 1includes: 5-methyluridine and
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S-methylcytidine and 7-deazaguanosine. In a further
embodiment, the one or more nucleotides 1ncludes:
pseudouridine or S-methylpseudouridine and 5-methylcyti-
dine and 7-deazaguanosine. In another embodiment, the one
or more nucleotides includes: pseudoisocytidine and 7-deaz-
aguanosine and pseudouridine.

Certain non-canonical nucleotides can be incorporated
more efliciently than other non-canonical nucleotides 1nto
synthetic RNA molecules by RNA polymerases that are
commonly used for in vitro transcription, due in part to the
tendency of these certain non-canonical nucleotides to par-
ticipate 1n standard base-pairing interactions and base-stack-
ing interactions, and to interact with the RNA polymerase 1n
a manner similar to that in which the corresponding canoni-
cal nucleotide mteracts with the RNA polymerase. As a
result, certain nucleotide mixtures containing one or more
non-canonical nucleotides can be beneficial in part because
in vitro-transcription reactions containing these nucleotide
mixtures can vield a large quantity of synthetic RNA.
Certain embodiments are therefore directed to a nucleotide
mixture containing one or more nucleotides that includes
one or more substitutions at the 2C and/or 4C and/or 5C
positions 1n the case of a pyrimidine or the 6C and/or 7N
and/or 8C positions in the case of a purine. Nucleotide
mixtures include, but are not limited to (numbers preceding,
cach nucleotide indicate an exemplary fraction of the non-
canonical nucleotide triphosphate 1n an 1n vitro-transcription
reaction, for example, 0.2 pseudoisocytidine refers to a
reaction containing adenosine-5'-triphosphate, guanosine-5'-
triphosphate, uridine-5'-triphosphate, cytidine-5 ‘-triphos-
phate, and pseudoisocytidine-5’-triphosphate, wherein pseu-
doisocytidine-5'-triphosphate 1s present in the reaction at an
amount approximately equal to 0.2 times the total amount of
pseudoisocytidine-S'-triphosphate+cytidine-5'-triphosphate
that 1s present 1n the reaction, with amounts measured either
on a molar or mass basis, and wherein more than one number
preceding a nucleoside indicates a range ol exemplary
fractions): 1.0 pseudouridine, 0.1-0.8 2-thiouridine, 0.1-0.8
S-methyluridine, 0.2-1.0 5-hydroxyuridine, 0.1-1.0 5-ami-
nouridine, 0.1-1.0 4-thiounidine, 0.1-1.0 2-thiopseudouri-
dine, 0.1-1.0 4-thiopseudouridine, 0.1-1.0 35-hydroxyp-
seudouridine, 0.2-1  S-methylpseudounidine, 0.1-1.0
S-aminopseudouridine, 0.2-1.0 2-thiocytidine, 0.1-0.8 pseu-
doisocytidine, 0.2-1.0 5-methylcytidine, 0.2-1.0 5-hy-
droxycytidine, 0.1-1.0 5-aminocytidine, 0.2-1.0 N4-methyl-
cytidine, 0.2-1.0 5-methylpseudoisocytidine, 0.2-1.0
S-hydroxypseudoisocytidine, 0.2-1.0 S-aminopseudoisocy-
tidine, 0.2-1.0 N4-methylpseudoisocytidine, 0.2-1.0 2-thio-
pseudoisocytidine, 0.2-1.0 7-deazaguanosine, 0.2-1.0
6 thjoguanosine 0.2-1.0 6-thio-7- deazaguanosine 0.2-1.0
8-azaguanosine, 0.2-1.0 7-deaza-8-azaguanosine, 0.2-1.0
6-thio-8-azaguanosine, 0.1-0.5 7-deazaadenosine, and 0.1-
0.5 N6-methyladenosine.

It has now been discovered that combining certain non-
canonical nucleotides can be beneficial 1n part because the
contribution of non-canonical nucleotides to lowering the
toxicity of synthetic RNA molecules can be additive. Certain
embodiments are therefore directed to a nucleotide mixture,
wherein the nucleotide mixture contains more than one of
the non-canonical nucleotides listed above, for example, the
nucleotide mixture contains both pseudoisocytidine and
7-deazaguanosine or the nucleotide mixture contains both
N4-methylcytidine and 7-deazaguanosine, etc. In one
embodiment, the nucleotide mixture contains more than one
of the non-canonical nucleotides listed above, and each of
the non-canonical nucleotides 1s present in the mixture at the
fraction listed above, for example, the nucleotide mixture
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contains 0.1-0.8 pseudoisocytidine and 0.2-1.0 7-deaz-
aguanosine or the nucleotide mixture contains 0.2-1.0
N4-methylcytidine and 0.2-1.0 7-deazaguanosine, etc.

In certain situations, for example, when 1t may not be
necessary or desirable to maximize the yield of an in
vitro-transcription reaction, nucleotide fractions other than
those given above may be used. The exemplary fractions and
ranges of fractions listed above relate to nucleotide-triphos-
phate solutions of typical purity (greater than 90% purity).
Larger fractions of these and other nucleotides can be used
by using nucleotide-triphosphate solutions of greater purity,
for example, greater than about 95% purity or greater than
about 98% purity or greater than about 99% purity or greater
than about 99.5% purnity, which can be achieved, for
example, by purifying the nucleotide triphosphate solution
using existing chemical-purification technologies such as
high-pressure liquid chromatography (HPLC) or by other
means. In one embodiment, nucleotides with multiple 1so-
mers are purified to enrich the desired 1somer.

Other embodiments are directed to a method for inducing
a cell to express a protein of interest by contacting the cell
with a synthetic RNA molecule that contains one or more
non-canonical nucleotides that includes one or more substi-
tutions at the 2C and/or 4C and/or 5C positions 1n the case
of a pyrimidine or the 6C and/or 7N and/or 8C positions 1n
the case of a purine. Still other embodiments are directed to
a method for transfecting, reprogramming, and/or gene-
editing a cell by contacting the cell with a synthetic RNA
molecule that contains one or more non-canonical nucleo-
tides that includes one or more substitutions at the 2C and/or
4C and/or 5C positions in the case of a pyrimidine or the 6C
and/or 7N and/or 8C positions 1n the case of a purine. In one
embodiment, the synthetic RNA molecule 1s produced by 1n
vitro transcription. In one embodiment, the synthetic RNA
molecule encodes one or more reprogramming factors. In
another embodiment, the one or more reprogramming fac-
tors includes Oct4 protein. In another embodiment, the cell
1s also contacted with a synthetic RNA molecule that
encodes Sox2 protein. In yet another embodiment, the cell 1s
also contacted with a synthetic RNA molecule that encodes
Kli4 protein. In yet another embodiment, the cell 1s also
contacted with a synthetic RNA molecule that encodes
c-Myc protein. In yet another embodiment, the cell 1s also
contacted with a synthetic RNA molecule that encodes
Lin28 protein.

Enzymes such as T7 RNA polymerase may preferentially
incorporate canonical nucleotides 1n an 1n vitro-transcription
reaction contaiming both canonical and non-canonical
nucleotides. As a result, an 1n vitro-transcription reaction
containing a certain fraction of a non-canonical nucleotide
may yield RNA contaiming a different, often lower, fraction
of the non-canonical nucleotide than the fraction at which
the non-canonical nucleotide was present 1n the reaction. In
certain embodiments, references to nucleotide incorporation
fractions (for example, “a synthetic RNA molecule contain-
ing 50% pseudoisocytidine” or “0.1-0.8 pseudoisocytidine™)
therefore can refer both to RNA molecules containing the
stated fraction of the nucleotide, and to RNA molecules
synthesized 1n a reaction contaiming the stated fraction of the
nucleotide (or nucleotide derivative, for example, nucleo-
tide-triphosphate), even though such a reaction may yield

L ] e

RNA contaiming a different fraction of the nucleotide than
the fraction at which the non-canonical nucleotide was
present 1n the reaction.

Different nucleotide sequences can encode the same pro-
tein by utilizing alternative codons. In certain embodiments,
references to nucleotide incorporation fractions therefore
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can refer both to RNA molecules containing the stated
fraction of the nucleotide, and to RNA molecules encoding
the same protein as a different RNA molecule, wherein the
different RNA molecule contains the stated fraction of the
nucleotide. 5
Certain embodiments are directed to a kit containing one
or more materials needed to practice the present invention.
In one embodiment, the kit contains synthetic RNA mol-
ecules. In one embodiment, the kit contains synthetic RNA
molecules that encode one or more reprogramming factors 10
and/or gene-editing proteins. In another embodiment, the
synthetic RNA molecules contain one or more non-canoni-
cal nucleotides that include one or more substitutions at the
2C and/or 4C and/or 5C positions 1n the case of a pyrimidine
or the 6C and/or 7N and/or 8C positions in the case of a 15
purine. In another embodiment, the kit contains one or more
of: a transfection medium, a transfection reagent, a compl-
exation medium, and a coating solution. In one embodiment,
the coating solution contains fibronectin and/or vitronectin,
preferably recombinant fibronectin and/or recombinant vit- 20
ronectin. In one embodiment, one or more of the compo-
nents of the kit are present as a plurality of aliquots. In one
embodiment, the kit contains aliquots of nucleic acid trans-
fection-reagent complexes. In another embodiment, the kit
contains aliquots of nucleic acid transfection-reagent com- 25
plexes that are provided i a solid form, for example, as
frozen or freeze-dried pellets. In yet another embodiment,
the kit contains aliquots of medium, wherein each aliquot
contains transfection reagent-nucleic acid complexes that
are stabilized either by chemical treatment or by freezing. 30
Transfection, 1n general, and reprogramming, 1n particu-
lar, can be dithicult and time-consuming techniques that can
be repetitive and prone to error. However, these techniques
are often performed manually due to the lack of automated
transiection equipment. Certain embodiments are therefore 35
directed to a system that can transiect, reprogram, and/or
gene-edit cells in an automated or semi-automated manner.
Referring now to FIG. 9A through FIG. 11, certain
embodiments are directed to a system (1) capable of trans-
fecting cells 1n a multi-well plate (2). In one embodiment, 40
the plate 1s loaded into a tray (3) that slides out from the
system. In another embodiment, the system 1s capable of
storing multiple plates (12). In yet another embodiment, the
system comprises a means (4) to store a transiection
medium. In one embodiment, the system comprises a means 45
to store the medium at a defined temperature, preferably
between 2 C and 6 C. In one embodiment, the system
comprises a means (5) to store liquid, waste, and/or cells
removed from the wells. In another embodiment, the system
comprises a connection to supply power (6). In yet another 50
embodiment, the system comprises a port (33) to commu-
nicate with a computer (34). In one embodiment, the port 1s
a USB port. In one embodiment, the system comprises an
outtake fan (7). In another embodiment, the system com-
prises a connection to supply a vacuum (8). 55
Cell viability can benefit from controlling the environ-
ment around the cells. Certain embodiments are therefore
directed to a system comprising a means for incubating cells
at a specified or desired temperature. In one embodiment,
the cells are incubated at one or more temperatures that are 60
between 35 C and 39 C. In one embodiment, the cells are
incubated at a temperature of about 37 C. Other embodi-
ments are directed to a system comprising a means for
controlling the atmosphere 1n which cells are incubated. In
one embodiment, the system comprises a means for regu- 65
lating the carbon dioxide concentration of the atmosphere.
In one embodiment, the carbon dioxide concentration i1s
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between 3% and 7%, preferably about 5%. In another
embodiment, the system comprises a means for regulating
the oxygen concentration of the atmosphere. In one embodi-
ment, the system regulates the oxygen concentration by
introducing nitrogen. In still another embodiment, the oxy-
gen concentration 1s between about 3% and about 7%, such
as about 5%. In one embodiment, the system comprises a
means for controlling both the oxygen and carbon dioxide
concentrations of the atmosphere in which the cells are
incubated. In another embodiment, the system comprises a
connection to supply carbon dioxide (9). In yet another
embodiment, the system comprises a connection to supply
nitrogen (10). In vet another embodiment, the system com-
prises a connection to supply oxygen (11).

Certain embodiments are directed to a system comprising,
a means for dispensing nucleic acid transfection-reagent
complexes and/or media (24). In one embodiment, the
system comprises one or more front-loaded pipettes that can
dispense complexes and/or media. Examples of other means
for dispensing complexes include, but are not limited to: a
back-loaded pipette, a peristaltic pump, a microfluidic
device, an electrospray nozzle, a piezoelectric ejector, and
an acoustic droplet ¢jector. Certain embodiments are
directed to a system comprising a means for generating
nucleic acid transiection-reagent complexes (13). In one
embodiment, the system comprises a means for combining
one or more transfection reagents (14) and one or more
nucleic acids (15). In one embodiment, the means for
combining comprises one or more front-loaded pipettes.
Examples of other means that can be used for combining
include, but are not limited to: a back-loaded pipette, a
peristaltic pump, a microfluidic device, an electrospray
nozzle, a piezoelectric ejector, and an acoustic droplet
¢jector. In one embodiment, the system comprises one or
more removable tips. In another embodiment, the one or
more removable tips can be sterilized. In another embodi-
ment the one or more removable tips are disposable. In yet
another embodiment, the one or more removable tips are
made of plastic or glass. In still another embodiment, the
plastic 1s polypropylene. In one embodiment, the system
comprises a means for incubating one or more nucleic acids
with one or more transiection reagents in one or more
complexation media (16). In another embodiment, the sys-
tem comprises a means for storing one or more nucleic
acids, one or more transfection reagents, and one or more
complexation media. In one embodiment, the complexation
occurs at room temperature. In one embodiment, the system
comprises a means for warming the medium prior to con-
tacting the cells with the medium, for example to between
about 20° C. and about 39° C., or to between about 30° C.
and about 39° C. In one embodiment, the medium 1s warmed
using a heating element (25). In one embodiment, the system
comprises a means for storing and/or dispensing multiple
culture media.

Certain embodiments are directed to a method for storing
nucleic acid transfection-reagent complexes. In one embodi-
ment, one or more nucleic acids and one or more transiec-
tion reagents are combined with one or more complexation
media and are cooled to generate a nucleic acid transiection-
reagent pellet. In one embodiment, the cooling 1s performed
by contacting with liquid nitrogen. Other cooling methods
include, but are not limited to, contacting with: a Peltier
cooler, cooled liquid propane, cooled liquid ethane, and a
cooled polished metal surface. In one embodiment, the
method 1s substantially free of RNase. Certain embodiments
are directed to a method for transfecting cells using a nucleic
acid transfection-reagent pellet. In one embodiment, the
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pellet 1s warmed prior to being added to the transfection
medium. In one embodiment, the pellet 1s warmed by
placing the pellet in a small volume of warm transfection
medium that 1s then contacted with the cells to be trans-
fected. In another embodiment, the pellet 1s added directly to
the transfection medium. Certain embodiments are directed
to a system that can perform transfection using nucleic acid
transiection-reagent pellets. In one embodiment, the system
comprises a means for storing the pellets (17) within a
defined temperature range. In one embodiment, the tempera-
ture range 1s between about -90° C. and about 0° C.,
preferably between about -30° C. and about —4° C. In one
embodiment, the system comprises a means for dispensing
pellets. In one embodiment, the pellets are dispensed using,
a plunger (19). In another embodiment, the pellets are
dispensed using a rotating disk (20) that contains an opening
(21) through which the pellets are dispensed. In one embodi-
ment, the apparatus comprises a means for warming the
pellet prior to adding the pellet to the transfection medium.
In one embodiment, the pellet 1s warmed by placing the
pellet in a small container (22) containing warm transiection
medium that 1s then contacted with the cells to be trans-
fected. In another embodiment, the apparatus contains a
means for dispensing the pellet directly into the transfection
medium. In yet another embodiment, the pellets are stored in
a cartridge (16). In one embodiment, the system comprises
a means for replacing cartridges (36).

During cell culture 1t may be beneficial to replace, either
in whole or 1n part, the culture medium or to supplement the
culture medium with an additional amount of medium or
other supplement in order to add nutrients and/or to reduce,
remove, or otherwise 1nactivate cellular waste or other
undesirable components that may be present 1in the medium,
including residual complexes. Certain embodiments are
therefore directed to a system comprising a means (23) for
removing, 1n whole or in part, the culture medium from the
cells. In one embodiment, the system comprises an aspirator.

Certain embodiments are directed to a system comprising,
a means for removing the lid of a well plate. In one
embodiment, the system comprises a means for removing
the Iid of a well plate (26) using suction (27). Other means
for removing the lid of a well plate include, but are not
limited to: an adhesive, an articulated appendage (28), a
clamp, a magnet, and an electromagnet. In certain embodi-
ments, the system comprises a means for imaging the cells
(29). In one embodiment, the cell density 1s determined by
measuring the optical density of the vessel contaiming the
cells. In another embodiment, the cell density 1s determined
by 1imaging the cells.

Certain embodiments are directed to a system that 1s used
in operable combination with other equipment, for example,
equipment for culturing, imaging, or otherwise manipulating
cells. In one embodiment, the system (1) 1s loaded using a
robotic arm (30). In another embodiment, a robotic arm 1s
used to transier plates to and/or from an incubator (31). In
yet another embodiment, a plate imager (32) 1s used to
image the cells. In yet another embodiment, the system 1s
controlled using a computer (34). In one embodiment, the
system 1s used for transfecting, reprogramming, and/or
gene-editing cells.

The present invention therefore has the aim of providing
products for both research and therapeutic use.

The details of the mvention are set forth 1n the accom-
panying description below. Although methods and materials
similar or equivalent to those described herein can be used
in the practice or testing of the present invention, illustrative
methods and materials are now described. Other features,
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objects, and advantages of the invention will be apparent
from the description and from the claims. In the specification
and the appended claims, the singular forms also include the
plural unless the context clearly dictates otherwise. Unless
defined otherwise, all technical and scientific terms used

herein have the same meaning as commonly understood by
one ol ordinary skill in the art to which this invention
belongs.

EXAMPLES

Example 1 RNA Synthesis

RNA encoding the human proteins Oct4, Sox2, Kli4,
c-Myc-2 (T58A), and Lin28 and comprising various com-
binations of canonical and non-canonical nucleotides, was
synthesized from DNA templates (Table 1). Samples of the
RNA were analyzed by agarose gel electrophoresis to assess
the quality of the RNA (FIG. 1). The RNA was then diluted
to between 100 ng/ul. and 500 ng/ul.. For certain experi-
ments, an RNase mhibitor (SuperasesIn™, Life Technolo-
gies Corporation) was added at a concentration of 1 ul./100
ug of RNA. RNA solutions were stored at 4 C. For certain
experiments imvolving RNA mixtures, RNA encoding Oct4,
Sox2, Kli4, c-Myc-2 (T58A), and Lin28 was mixed at a

molar ratio of 3:1:1:1:1.

TABLE 1

Reaction 1vT

Volume/  Yield/
Template Nucleotides ne ILg
Octd A, G, psU, 5SmC 210 1976.0
Sox2 A, G, psU, 5SmC 70 841.7
K14 A, G, psU, 5SmC 70 950.0
c-Myc-2 (T58A) A, G, psU, 5SmC 70 535.8
Lin2¥& A, G, psU, 5SmC 70 551.0
Oct4d A, G, psU, SmC 105 1181.8
Sox2 A, G, psU, 5SmC 35 533.0
Kli4 A, G, psU, SmC 35 552.9
c-Myc-2 (T58A) A, G, psU, 5SmC 35 471.2
Lin2¥& A, G, psU, 5SmC 35 440.8
Octd A, G, psU, 5SmC 105 1155.2
Sox2 A, G, psU, 5SmC 35 526.3
K14 A, G, psU, 5SmC 35 494.0
c-Myc-2 (T58A) A, G, psU, 5SmC 35 446.5
Lin2¥& A, G, psU, 5SmC 35 389.5
Sox2 A, G, psU, 5SmC 20 143.8
S0x2 A, G, U, psisoC 20 114.1
S0x2 A, G, 0.25 2sU, psisoC 20 78.0
Sox2 A, G, 0.25 28U, 0.25 psisoC 20 140.1
S0x2 A, G, SmU, psisoC 20 30.6
S0X2 A, G, 0.5 5mU, psisoC 20 65.9
Oct4 A, G, U, psisoC 30 191.6
Sox2 A, G, U, psisoC 10 50.7
Kl{4 A, G, U, psisoC 10 74.5
c-Myc-2 (T58A) A, G, U, psisoC 10 87.2
Lin28 A, G, U, psisoC 10 86.8
Octd A, G, 0.25 5mU, psisoC 30 195.8
S0X2 A, G, 0.25 5mU, psisoC 10 36.2
K14 A, G, 0.25 5mU, psisoC 10 33.6
c-Myc-2 (T58A) A, G, 0.25 5mU, psisoC 10 63.0
Lin28 A, G, 0.25 5mU, psisoC 10 77.2
Octd A G U, C 30 165.2
Sox2 AG U, C 10 94.7
Kl1i4 A G U, C 10 91.4
c-Myc-2 (T58A) AG U, C 10 84.9
Lin2¥& A G U, C 10 104.4
Octd A, G, U, 0.25 psisoC 30 161.2
S0X2 A, G, U, 0.25 psisoC 10 83.%
K14 A, G, U, 0.25 psisoC 10 85.1
c-Myc-2 (T58A) A, G, U, 0.25 psisoC 10 89.3
Lin28& A, G, U, 0.25 psisoC 10 94.9
Oct4 A, G, U, 0.5 psisoC 30 150.8
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TABLE 1-continued

Reaction vT

Volume/  Yield/
Template Nucleotides ne Lg
S0x2 A, G, U, 0.5 psisoC 0 79.3
Kli4 A, G, U, 0.5 psisoC 10 83.8
c-Myc-2 (T58A) A, G, U, 0.5 psisoC 10 94.7
Lin2& A, G, U, 0.5 psisoC 10 78.6
Oct4 0.25 7dA, G, U, C 10 29.7
Oct4 0.5 7dA, G, U, C 10 447
Oct4 A, 0.257dG, U, C 10 45.2
Oct4 A, 057dG, U, C 10 31.7
Oct4 0.25 7dA, 0.25 7dG, U, C 10 13.2
Oct4d 0.25 7dA, G, U, 0.25 psisoC 10 47.6
Oct4 A, 0.25 7dG, U, 0.25 psisoC 10 10.5
Oct4d A, 0.5 7dG, U, 0.25 psisoC 30 125.3
S0X2 A, 0.5 7dG, U, 0.25 psisoC 10 20.5
Kli4 A, 0.5 7dG, U, 0.25 psisoC 10 18.4
c-Myc-2 (T58A) A, 0.5 7dG, U, 0.25 psisoC 10 22.1
Lin2& A, 0.5 7dG, U, 0.25 psisoC 10 39.7
Oct4 A, 0.5 7dG, U, 0.5 psisoC 30 92.3
S0X2 A, 0.5 7dG, U, 0.5 psisoC 10 20.1
Kli4 A, 0.5 7dG, U, 0.5 psisoC 10 17.7
c-Myc-2 (T58A) A, 0.5 7dG, U, 0.5 psisoC 10 95.4
Lin2& A, 0.5 7dG, U, 0.5 psisoC 10 26.0
Oct4d 0.25 7dA, 7dG, U, 0.25 psisoC 20 3.8
S0x2 0.25 7dA, 7dG, U, 0.25 psisoC 20 54
Kl1i4 0.25 7dA, 7dG, U, 0.25 psisoC 20 5.9
c-Myc-2 (T58A) 0.25 7dA, 7dG, U, 0.25 psisoC 20 5.9
Lin28 0.25 7dA, 7dG, U, 0.25 psisoC 20 5.1
Oct4d 0.25 7dA, 7dG, U, 0.5 psisoC 20 3.0
S0X2 0.25 7dA, 7dG, U, 0.5 psisoC 20 3.3
Kl{4 0.25 7dA, 7dG, U, 0.5 psisoC 20 4.1
c-Myc-2 (T58A) 0.25 7dA, 7dG, U, 0.5 psisoC 20 4.5
Lin28 0.25 7dA, 7dG, U, 0.5 psisoC 20 5.0
Oct4d A, 075 7dG, U, C 10 40.8
(2 h incubation)
Oct4d A, 7dG, U, C 10 14.1
(2 h incubation)
Oct4 A, 0.75 7dG, U, C 10 42.9
(20 h incubation)
Oct4 A, 7dG, U, C 10 24.4
(20 h incubation)
Oct4 A, G, U, 0.25 N4dmC 10 73.1
Oct4 A, G, U, 0.5 NAmC 10 66.2
Oct4 A, G, U, 0.75 N4dmC 10 55.1
Oct4 A, G, U, NdmC 10 32.7
Oct4 A, 0.757dG, U, C 10 35.6

2

“A” refers to adenosine-3'-triphosphate, “G™ refers to
guanosine-S'-triphosphate, “U” refers to uridine-5'-triphos-
phate, “C” refers to cytidine-5'-triphosphate, “psU” refers to
pseudouridine-S'-triphosphate, “5mC” refers to 5-methylcy-
tidine-5'-triphosphate, “2sU” refers to 2-thiouridine-5'-tri-
phosphate, “psisoC” refers to pseudoisocytidine-5'-triphos-
phate, “5mU” refers to 5-methyluridine-5'-triphosphate,

“TdA” refers to 7-deazaadenosine-5'-triphosphate, “7dG”
refers to 7-deazaguanosine-5'-triphosphate, and “N4mC”
refers to N4-methylcytidine-5'-triphosphate.

Example 2 Transfection Medium Formulation

A medium was developed to support eflicient transiection,
reprogramming, and gene-editing of cells:

DMEM/F12+4+10 pg/mL msulin+5.5 ug/mL transierrin+
6.7 ng/mlL sodium selenite+20 ng/ml. bFGF+35 mg/mlL.
treated human serum albumuin.

Variants of this medium were also developed to provide
improved performance when used with specific transiection
reagents, specific nucleic acids, and specific cell types:
DMEM/F12+10 pg/mL insulin+3.5 pg/ml. transferrin+6.7

ng/ml sodium selenite+4.5 ug/ml cholesterol+20 ng/mL
bFGF+5 mg/mL treated human serum albumin, DMEM/

F12+410 pug/mL isulin+3.5 pg/ml transferrin+6.7 ng/mlL.
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sodium selenite+1 uM hydrocortisone+20 ng/ml. bFGF+5
mg/mL treated human serum albumin, and DMEM/F12+10
uwg/mL 1nsulin+5.5 pg/ml transferrin+6.7 ng/ml. sodium
selenite+4.5 ug/ml. cholesterol+1 uM hydrocortisone+20
ng/mlL bFGF+5 mg/mL treated human serum albumin.

Examples of additional components that were added to
the cell-culture medium 1n certain experiments (listed with
example concentrations) include: 15 mM HEPES, 2 mM
L-alanyl-L-glutamine, 2 pg/ml. ethanolamine, 10 pg/mlL
fatty acids, 10 ng/mL cod liver o1l fatty acids (methyl esters),
25 ug/mlL polyoxyethylenesorbitan monooleate, 2 ug/mlL
D-alpha-tocopherol acetate, 1-50 pg/ml. L-ascorbic acid
2-phosphate sesquimagnesium salt hydrate, 200 ng/mlL
B18R, and 0.1% Pluronic F-68.

For certain experiments in which the medium was con-
ditioned, the following variant was used:

DMEM/F12+15 mM HEPES+2 mM L-alanyl-L-gluta-
mine+10 pg/ml mmsulin+5.5 ug/ml transferrin+6.7 ng/mL
sodium selenite+2 pg/ml ethanolamine+4.5 ug/ml choles-
terol+10 pg/mL cod liver o1l fatty acids (methyl esters)+25
ug/mL polyoxyethylenesorbitan monooleate+2 ug/ml. D-al-
pha-tocopherol acetate+1 ug/ml. L-ascorbic acid 2-phos-
phate sesquumagnesium salt hydrate+0.1% Pluronic F-68+
20 ng/mL bFGF+5 mg/mL treated human serum albumuin.

For certain experiments in which the medium was not
conditioned, the following variant was used.

DMEM/F12+15 mM HEPES+2 mM L-alanyl-L-gluta-
mine+10 pg/mlL msulin+5.5 ug/mL transferrin+6.7 ng/mL
sodium selenite+2 pug/mlL ethanolamine+4.5 ug/ml choles-
terol+1 uM hydrocortisone+0-25 ug/ml polyoxyethylene-
sorbitan monooleate+2 ug/ml. D-alpha-tocopherol acetate+
50 ug/ml. L-ascorbic acid 2-phosphate sesquimagnesium
salt hydrate+20 ng/ml. bFGF+5 mg/ml treated human
serum albumin.

For the preparation of the these variants, the treated
human serum albumin was treated by addition of 32 mM
sodium octanoate, followed by heating at 60 C for 4 h,
followed by treatment with 1on-exchange resin (AG501-X8
(D)) for 6 h at room temperature, followed by treatment with
dextran-coated activated charcoal (C6241, Sigma-Aldrich
Co. LLC.) overnight at room temperature, followed by
centrifugation, filtering, adjustment to a 10% solution with
nuclease-free water, followed by addition to the other com-
ponents of the medium. For certain experiments 1n which the
medium was conditioned, the medium was conditioned for
24 h on 1rradiated human neonatal fibroblast feeders. The
cells were plated on fibronectin-coated plates or fibronectin
and vitronectin-coated plates, unless otherwise noted.

The formulation of the medium can be adjusted to meet
the needs of the specific cell types being cultured. Further-
more, 1n certain situations, treated human serum albumin
can be replaced with other treated albumin, for example,
treated bovine serum albumin, other glutamine sources can
be used mstead of or 1n addition to L-alanyl-L-glutamine, for
example, L-glutamine, other buflering systems can be used
instead of or 1n addition to HEPES, for example, phosphate,
bicarbonate, etc., selentum can be provided in other forms
instead of or 1n addition to sodium selenite, for example,
selenous acid, other antioxidants can be used instead of or 1n
addition to L-ascorbic acid 2-phosphate sesquimagnesium
salt hydrate and/or D-alpha-tocopherol acetate, for example,
[-ascorbic acid, other surfactants can be used instead of or
in addition to polyoxyethylenesorbitan monooleate and/or
Pluronic F-68, for example, Pluronic F-127, other basal
media can be used instead of or 1n addition to DMEM/F12,
for example, MEM, DMEM, etc., and the components of the
culture medium can be varied with time, for example, by
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using a medium without TGF-3 from day O to day 5, and
then using a medium containing 2 ng/mlL TGF-{3 after day 5.
In certain situations, other ingredients can be added, for
example, fatty acids, lysophosphatidic acid, lysosphingomy-
clin, sphingosine-1-phosphate, other sphingolipids, mem-
bers of the TGF-/NODAL family of proteins, IL-6, mem-
bers of the Wnt family of proteins, etc., at appropnate
concentrations, and ingredients that are known to promote or
inhibit the growth of specific cell types and/or agonists
and/or antagonists of proteins or other molecules that are
known to promote or inhibit the growth of specific cell types
can be added to the medium at appropriate concentrations
when 1t 1s used with those cell types, for example, sphin-
gosine-1-phosphate and pluripotent stem cells. Ingredients
can take the form of purified compounds, parts of well-
defined mixtures, parts ol complex or undefined mixtures,
for example, amimal or plant oils, and may be added by
biological processes, for example, conditioning. The con-
centrations ol the components can be varied from the listed
values within ranges that will be obvious to persons skilled
in the art.

Example 3 Transiection of Cells with Synthetic
RNA

For transfection i 6-well plates, 2 ug RNA and 6 uL
transfection reagent (Lipofectamine™ RNAIMAX, Life
Technologies Corporation) were first diluted separately 1n
complexation medium (Opti-MEM®, Life Technologies
Corporation) to a total volume of 60 uLL each. Diluted RNA
and transfection reagent were then mixed and incubated for
15 min at room temperature, according to the transiection
reagent-manufacturer’s instructions. Complexes were then
added to cells 1n culture. Between 30 ul. and 240 ul. of
complexes were added to each well of a 6-well plate, which
already contained 2 mL of transfection medium per well.

Plates were then shaken gently to distribute the complexes
throughout the well. Cells were incubated with complexes
for 2 hours to overnight, before replacing the medium with
fresh transtection medium (2 mL/well). Volumes were
scaled for transiection 1n 24-well and 96-well plates. Cells
were fixed and stained 20-24 h after transfection using an
antibody against Oct4 (FIG. 2A). Nucle1 were stained and
counted to determine the relative toxicity of the RNA (FIG.
2B).

Example 4 Analysis of the Ability of Untreated
Human Serum Albumin Preparations to Support
Nucleic Acid Transtection and RNA

Reprogramming,

Primary human neonatal fibroblasts were cultured in
medium with or without 5 mg/mL HSA. Cohn Fraction V
(A6784, Sigma-Aldrich Co. LLC.), and four different
recombinant HSA preparations (A6608, A7736, A9731, and
A9986, all from Sigma-Aldrich Co. LLC.) were screened.
Cells were transfected according to Example 3, with RNA
synthesized according to Example 1. While untransfected
cells grew well 1n media containing any of the HSA prepa-
rations, 1n transiected wells, each of the HSA preparations
yielded dramatically different cell morphologies and cell
densities, and none resulted 1in morphological changes
indicative of reprogramming.

Example 5 Production of Octanoate-Treated Human
Serum Albumin

A 10% solution of HSA was pre-incubated with 22 mM
sodium chloride and 16 mM sodium octanoate (Sigma-
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Aldrich Co. LLC), and was incubated at 37 C for 3 hours
before assembly of the complete medium.

Example 6 Treatment of Human Serum Albumin
Using Ion-Exchange Chromatography

A 20% solution of recombinant HSA produced 1n Pichia
pastoris (A7736, Sigma-Aldrich Co. LLC.) was prepared by
dissolving 2 g of HSA 1n 10 mL of nuclease-free water with
gentle agitation at room temperature. The HSA solution was
then deionized by first adding 1 g of mixed-bed deiomizing
resin (AG 501-X8(D), Bio-Rad Laboratories, Inc.), and
rocking for 1 h at room temperature. The HSA solution was
then decanted 1nto a tube containing 5 g of fresh resin, and
was rocked for 4 h at room temperature. Finally, the deion-
1zed HSA solution was decanted, adjusted to a 10% total
protein content with nuclease-ifree water, filter-sterilized
using a 0.2 um PES-membrane filter, and stored at 4 C.

B

Example 7 Analysis of Transtection Efliciency and
Viability of Cells Cultured 1n Media Containing
Octanoate-Treated Human Serum Albumin

Primary human neonatal fibroblasts were cultured 1in
media containing recombinant HSA treated according to
Example 4 or containing treated blood-derived HSA (Bio-
Pure HSA, Biological Industries). Cells were transtected
daily, according to Example 3, with RNA synthesized
according to Example 1, beginning on day 0. Pictures were
taken on day 3. Several small areas of cells undergoing
morphological changes resembling mesenchymal to epithe-
l1al transition were observed 1n the wells containing octano-
ate, indicating an increased transifection etliciency. Many
large areas of morphological changes resembling mesenchy-
mal to epithelial transition were observed 1n the samples
containing the treated blood-derived HSA. In both cases, the
morphological changes were characteristic ol reprogram-
ming.

Example 8 Reprogramming Human Fibroblasts
Using Media Contaiming Octanoate-Treated Human
Serum Albumin

Primary human neonatal fibroblasts were plated 1n 6-well
plates at a density of 5000 cells/well 1n fibroblast medium
(DMEM+10% {fetal bovine serum). After 6 hours, the
medium was replaced with transtfection medium containming,
octanoate-treated HSA. The cells were transfected daily,
according to Example 3, with RNA synthesized according to
Example 1, beginning on day 0. By day 5, the well contained
several areas of cells exhibiting morphology consistent with
reprogramming. This experiment did not include the use of
feeders or immunosuppressants.

[

Example 9 Analysis of Transtection Efliciency and
Viability of Cells Cultured 1n Media Containing

Ion-Exchange-Resin-Treated Human Serum
Albumin

Primary human neonatal fibroblasts were transiected
according to Example 3, with RNA synthesized according to
Example 1, beginning on day 0. Pictures were taken on day
2. Cells 1n the well containing untreated HSA exhibited low
viability compared to either the well containing treated
blood-derived HSA or ion-exchange-resin-treated recombi-

nant HSA.



US 11,692,203 B2

41

Example 10 Reprogramming Human Fibroblasts
Using Ion-Exchange-Resin-Treated Human Serum

Albumin

Primary human neonatal fibroblasts were plated 1n 6-well
plates on feeders at a density of 10,000 cells/well 1 fibro-
blast medium (DMEM+10% fetal bovine serum). The cells
were transfected daily according to Example 3, with RNA
synthesized according to Example 1, beginning on day 0. A
passage with a split ratio of 1:20 was performed on day 4.
Pictures were taken on day 10. The well contained many
large colonies of cells exhibiting morphology consistent
with reprogramming. No colonies were observed 1 wells
exposed to cell-culture media containing untreated HSA.

Example 11 Reprogramming Human Fibroblasts
without Using Feeders or Immunosuppressants

Primary human fibroblasts were plated 1n 6-well plates at
a density of 20,000 cells/well i1n fibroblast medium
(DMEM+10% {fetal bovine serum). After 6 hours, the
medium was replaced with transfection medium containing,
treated HSA and not containing immunosuppressants, and
the cells were transtected daily according to Example 3, with
RNA synthesized according to Example 1, except that the
dose of RNA was reduced to 1 ug/well and a total of 5
transiections were performed. Pictures were taken on day 7.
Small colonies of cells exhibiting morphology consistent
with reprogramming became visible as early as day 5. On
day 7, the medium was replaced with DMEM/F12+20%
Knockout™ Serum Replacement (Life Technologies Cor-
poration )+1x non-essential amino acids+2 mM L-glutamine,
conditioned on 1rradiated mouse embryonic fibroblasts for
24 hours, and then supplemented with 20 ng/mL bFGF and
10 uM Y-27632. Large colonies with a reprogrammed mor-
phology became visible as early as day 8. Colonies were
picked on day 10, and plated 1n wells coated with basement
membrane extract (Cultrex® Human BME Pathclear®,
Trevigen Inc.) (FIG. 3A). Cells grew rapidly, and were
passaged to establish lines. Established lines stained positive
tor the pluripotent stem-cell markers Oct4 and SSEA4 (FIG.

3B). The entire protocol was repeated, and similar results
were obtained (FIG. 3C).

Example 12 Efhlicient, Rapid Derivation and
Reprogramming of Cells from Human Skin Biopsy
Tissue

A full-thickness dermal punch biopsy was performed on
a healthy, 31 year-old volunteer, according to an approved
protocol. Briefly, an area of skin on the left, upper arm was
anesthetized by topical application of 2.5% lidocaine. The
field was disinfected with 70% 1sopropanol, and a {full-
thickness dermal biopsy was performed using a 1.5 mm-
diameter punch (FIG. 4A). The tissue was rinsed 1n phos-
phate-bullered saline (PBS), and was placed ina 1.5 mL tube
containing 2350 uL. of TrypLE™ Select CTS™ (Life Tech-
nologies Corporation), and incubated at 37 C for 30 min.
The tissue was then transierred to a 1.5 mL tube containing
250 uL. of DMEM/F12-CTS™ (Life Technologies Corpo-
ration)+5 mg/mL collagenase, and incubated at 37 C for 2 h
(FIG. 4B). The epidermis was removed using forceps, and
the tissue was mechanically dissociated. Cells were rinsed
twice in DMEM/F12-CTS™ and were plated 1n fibronectin-
coated wells of 24-well and 96-well plates. Phlebotomy was
also performed on the same volunteer, and venous blood was
collected 1 Vacutainer® SST™ tubes (Becton, Dickinson
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and Company). Serum was 1solated according to the manu-
facturer’s protocol. Isogenic plating medium was prepared
by mixing DMEM/F12-CTS™+2 mM L-alanyl-L-gluta-
mine (Sigma-Aldrich Co. LLC.)+20% human serum. Cells
from the dermal tissue sample were plated either 1n trans-
fection medium or 1n 1sogenic plating medium. After 2 days,

the wells were rinsed, and the medium was replaced with
transiection medium. Many cells with a fibroblast morphol-

ogy attached and began to spread by day 2 (FIG. 4C). Cells
were transiected according to Example 3, with RNA syn-
thesized according to Example 1, beginning on day 2, with
all volumes scaled to accommodate the smaller wells. By
day 5, areas of cells with morphologies consistent with
reprogramming were observed.

Example 13 Reprogramming Human Fibroblasts
Using Synthetic RNA Contaiming Non-Canonical
Nucleotides

Primary human {fibroblasts were plated in 6-well plates
coated with recombinant human fibronectin and recombi-
nant human vitronectin (each diluted 1n DMEM/F12 to a
concentration of 1 nug/ml, 1 mL/well, incubated at room
temperature for 1 h) at a density of 20,000 cells/well 1n
transiection medium. The following day, the cells were
transiected as in Example 3, with RNA synthesized accord-
ing to Example 1, except that the dose of RNA was 0.5
ug/well on day 1, 0.5 ug/well on day 2, and 2 ng/well on day
3. Pictures were taken on day 4. Small colonies of cells
exhibiting morphology consistent with reprogramming were
visible on day 4.

Example 14 Reprogramming Human Fibroblasts
with a Non-Conditioned Transtection Medium

Primary human {fibroblasts were plated in 6-well plates
coated with recombinant human fibronectin and recombi-
nant human vitronectin (each diluted in DMEM/F12 to a
concentration of 1 ug/mlL, 1 mL/well, incubated at room
temperature for 1 h) at a density of 20,000 cells/well 1n
transfection medium. The following day, the cells were
transiected as in Example 3, with RNA synthesized accord-
ing to Example 1, except that the dose of RNA was 0.5
ug/well on day 1, 0.5 ng/well on day 2, 4 g/well on day 3,
2 ug/well on day 4, and 4 ug/well on day 5. Small colonies
of cells exhibiting morphology consistent with reprogram-
ming became visible as early as day 5. On day 7, the medium
was replaced with DMEM/F12+420% Knockout™ Serum
Replacement (Life Technologies Corporation)+1x non-es-
sential amino acids+2 mM L-glutamine, conditioned on
irradiated mouse embryonic fibroblasts for 24 hours, and
then supplemented with 20 ng/ml. bFGF and 10 uM
Y-27632. Large colonies with a reprogrammed morphology
became visible as early as day 8. Colonies were picked on
day 10, and plated in wells coated with basement membrane
extract (Cultrex® Human BME Pathclear®, Trevigen Inc.).
Cells grew rapidly, and were passaged to establish lines.

Example 15 Generation of Glucose-Responsive
Insulin-Producing Cells

Cells are reprogrammed according to Example 11 or
Example 12, and are then cultured in DMEM/F12+0.2%

HSA+0.5xN2  supplement+0.5xB27  supplement+100

ng/mL activin A+1 uM wortmannin for 4 days, followed by
1:1 F12/IMDM+0.5% HSA+0.5% ITS supplement+0.5x

B27 supplement+2 uM retinoic acid+20 ng/ml. FGF7+50
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ng/mL. NOGGIN for 4 days, followed by DMEM+0.5%
HSA+1% ITS supplement+1xN2 supplement+50 ng/ml.
EGF for 5 days, followed by DMEM/F12+1% I'TS supple-
ment+10 ng/ml. bFGF+10 mM nicotinamide+30 ng/mL
exendin-4+10 ng/ml. BMP4 for 7-9 days to generate glu-
cose-responsive msulin-producing cells. Alternatively, cells
are reprogrammed according to Example 11 or Example 12,
and are then cultured 1n 1:1 F12/IMDM+0.5% HSA+0.5%
I'TS supplement+0.5xB27 supplement+2 uM retinoic acid+
20 ng/mL FGF7+50 ng/mL. NOGGIN {for 4 days, followed
by DMEM+0.5% HSA+1% I'TS supplement+1xN2 supple-
ment+50 ng/mL EGF for 5 days, followed by DMEM/F12+
1% ITS supplement+10 ng/ml. bFGF+10 mM nicotina-
mide+50 ng/mL exendin-4+10 ng/mlL BMP4 for 7-9 days to
generate glucose-responsive insulin-producing cells, with-
out generating defimtive endoderm cells. Alternatively, cells
are reprogrammed according to Example 11 or Example 12,
and are then cultured 1n 1:1 F12/IMDM+0.5% HSA+0.5%
I'TS supplement+0.5xB27 supplement+2 uM retinoic acid+
20 ng/mL FGF7+50 ng/mL. NOGGIN for 4 days, followed
by DMEM/F12+1% ITS supplement+10 ng/mL. bFGF+10
mM nicotinamide+50 ng/ml exendin-4+10 ng/ml. BMP4
for 7-9 days to generate glucose-responsive msulin-produc-
ing cells, without generating definitive endoderm cells, and
without expanding progenitor cells. While endodermal cells
or msulin-producing cells can be 1solated from other cells
present in the culture, this method generates a sufliciently
high percentage of glucose-responsive insulin producing
cells that such isolation 1s not generally required. The
resulting cells can then be used in vitro or 1 vivo for
screening bioactive molecules for the study of diabetes or
for the development of therapeutics for diabetes.

Example 16 Generation of Glucose-Responsive
Insulin-Producing Cells Using Recombinant
Proteins

Cells were reprogrammed according to Example 11, and
were then cultured in DMEM/F12, 100 ng/ml activin A, 25
ng/ml Wnt3a, 0.01% recombinant HSA, 1xITSE for 1 day,
followed by DMEM/F12, 100 ng/ml activin A, 0.01%
recombinant HSA, 1xITSE for 2 days, followed by DMEM/
F12, 50 ng/ml FGF10, 0.25 uM KAAD-cyclopamine, 0.01%
recombinant HSA, 1xITSE for 3 days, followed by DMEM/
F12, 1% B27, 2 uM all-trans retinoic acid, 50 ng/ml FGF10,
0.25 uM KAAD-cyclopamine for 4 days, followed by
DMEM/F12, 1% B27, 1 uM v-secretase inhibitor DAPT, 50
ng/ml exendin-4, 10 nM betacellulin, 10 mM nicotinamide
for 2 days, followed by DMEM/F12, 50 mg/L ascorbic-acid-
2-phosphate, 1% B27, 1 uM vy-secretase inhibitor DAPT, 50
ng/ml exendin-4, 50 ng/ml IGF-1, 50 ng/ml HGF, 10 nM
betacellulin, 10 mM nicotinamide for 6 days to generate
glucose-responsive insulin-producing cells (FIG. 5A). The
resulting cells can be used 1n vitro or 1 vivo for screening
bioactive molecules for the study of diabetes or for the
development of therapeutics for diabetes.

Example 17 Personalized Cell-Replacement
Therapy for Type 1 Diabetes Comprising
Reprogrammed Cells

Patient skin cells are reprogrammed to glucose-respon-
sive msulin-producing cells according to Example 12 and
Example 14. Cells are then enzymatically released from the
culture vessel, and between about 1x10° and about 1x10’
cells are injected into the intraperitoneal space or into the
portal vein. In the case of intraperitoneal injection, cells are
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pre-mixed with an extracellular matrix protein to prevent
excessive migration. Cells engraft and begin producing
isulin. Insulin/C-peptide levels are monitored, and addi-
tional injections are performed as necessary.

Example 18 Synthesis of RNA TALENSs

RNA encoding 20 bp-matching TALENs was synthesized
from DNA templates as in Example 1 (FIGS. 6 A-C and FIG.
7) (Table 2). The resulting RN A was analyzed by agarose gel
clectrophoresis to assess the quality of the RNA. The RNA
was then diluted to 200 ng/ul., and an RNase inhibitor
(Superase*In™, Life Technologies Corporation) was added
at a concentration of 1 ul./100 ug of RNA. RNA solutions
were stored at 4 C. RNA encoding each half of the TALEN
pair was mixed at a molar ratio of 1:1.

TABLE 2

Reaction 1vT
Template  Nucleotides Volume/uL Yield/uL
XPA-L1 A, G, psU, 5mC 20 120.0
XPA-L2 A, G, psU, 5mC 20 114.0
XPA-R1 A, G, psU, 5mC 20 159.6
CCR5-L1 A, G, psU, 5SmC 20 170.4
CCR5-L2 A, G, psU, 5mC 20 142.8
CCR5-R1 A, G, psU, 5mC 20 132.0
CCR5-R2 A, G, psU, 5mC 20 154.8
CCR5-L1 A, G, psU, 5SmC 10 56.6
CCR5-L2 A, G, psU, 5mC 10 58.5
CCR5-R1 A, G, psU, 5mC 10 56.8
CCR5-R2 A, G, psU, 5mC 10 58.7

Example 19 Synthesis of RNA TALENs Targeting
the CCR5 Gene

RNA encoding the TALENs L1: TCATTTTCCATA-
CAGTCAGT, L2: TITTCCATACAGTCAGTATC, RI1:
TGACTATCTTTAATGTCTGG, and R2: TATCTT-
TAATGTCTGGAAAT was synthesized according to
Example 18. These TALENSs target 20-bp sites within the
CCRS5 gene on the sense (L1 and L2) or antisense strand (R1
and R2). The following TALEN pairs were prepared: L1
&R1, L1&R2, L2&R1, and L2&R2.

Example 20 Gene-Editing of the CCRS5 Gene Using

RNA TALENs and DNA-Free, Feeder-Free,

Immunosuppressant-Free, Conditioning-Free
Reprogramming of Human Fibroblasts

Primary human fibroblasts were plated in 6-well plates
coated with recombinant human fibronectin and recombi-
nant human vitronectin (each diluted in DMEM/F12 to a
concentration of 1 ug/mlL, 1 mL/well, incubated at room
temperature for 1 h) at a density of 10,000 cells/well 1n
transfection medium. The following day, the cells were
transiected as 1n Example 3, except that the dose of RNA
was 0.5 ng/well, and the RNA was synthesized according to
Example 19. Beginning the following day, the cells were
reprogrammed according to Example 11. Large colonies of
cells with a morphology characteristic of reprogramming

became visible as in Example 11. Pictures were taken on day
9 (FIG. 8).

Example 21 Transiection of Cells with RNA
TALENs and a DNA Repair Template

0.5 ug RNA+0.5 ug DNA containing the 1001 bp-region
spanmng from 500 bp upstream of the targeted double-
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strand break location to 500 bp downstream of the targeted
double-strand break location and 6 uL transiection reagent
(Lipofectamine™ 2000, Life Technologies Corporation) are
first diluted separately in complexation medium (Opti-
MEM®) to a total volume of 60 puL each. Diluted RNA+
DNA and transiection reagent are then mixed and incubated
for 15 min at room temperature, according to the transiec-
tion reagent-manufacturer’s instructions. Complexes are
then added to cells 1n culture. Between 60 ulL and 120 uL are
added to each well of a 6-well plate, which already contains
2 mL of transfection medium per well. Plates are then
shaken gently to distribute the complexes throughout the
well. Cells are incubated with complexes for 2 hours to
overnight, before replacing the medium with fresh transiec-
tion medium (2 mL/well).

Example 22 Gene Editing Using RNA TALENSs
and a DNA Repair Template and DNA-Free,
Feeder-Free, Immunosuppressant-Free,

Conditioning-Free Reprogramming of Human
Fibroblasts

Primary human fibroblasts are plated 1n 6-well plates at a
density of 10,000 cells/well 1n fibroblast medium (DMEM+
10% {fetal bovine serum). After 6 hours, the medium 1is
replaced with transfection medium containing treated HSA
and not containing immunosuppressants, and the cells are
transiected according to Example 21. Beginning the follow-
ing day, the cells are reprogrammed according to Example
11 or Example 12, except that the mnitial plating and media
change steps are omuitted.

Example 23 Generation of Hematopoietic Cells

Cells were reprogrammed according to Example 11, and
were then cultured in IMDM+0.5% HSA+Ix ITS supple-

ment+450 uM monothioglycerol+2 mM L-glutamine+1x
non-essential amino acids+30 ng/ml. BMP4+430 ng/mL
VEGF+30 ng/mL bFGF for 6 days to generate hematopoi-
ctic cells (FIG. SB). Alternatively, cells are reprogrammed
according to Example 11 or Example 12 or Example 20 or
Example 22, and are then cultured in IMDM+0.5% HSA+

1 xI'TS supplement+450 uM monothioglycerol+2 mM L-glu-
tamine+1x non-essential amino acids+50 ng/mlL. BMP4+50

ng/mL. VEGF+50 ng/mL bFGF for 6 days, followed by
IMDM+0.5% HSA+1xITS supplement+0.1 mM 2-mercap-
toethanol+5 U/mL heparin+10 ng/mL TPO+25 ng/mL SCF+
25 ng/mL FLT3L+10 ng/mL IL-3+10 ng/mL IL-6 for 8 days
to generate hematopoietic cells. Alternatively, cells are
reprogrammed according to Example 11 or Example 12 or
Example 20 or Example 22, and are then re-plated on
collagen IV and cultured in IMDM+0.5% HSA+1xITS
supplement+450 uM monothioglycerol+2 mM L-gluta-

mine+1x non-essential amino acids+350 ng/mlL. BMP4+50

ng/mL. VEGF+50 ng/mL bFGF for 6 days, followed by
IMDM+0.5% HSA+1xITS supplement+0.1 mM 2-mercap-
toethanol+35 U/mL heparin+10 ng/mL TPO+25 ng/mL SCF+
25 ng/mL FLT3L+10 ng/mL IL-3+10 ng/mL IL-6 for 8 days
to generate hematopoietic cells. Alternatively, cells are
reprogrammed according to Example 11 or Example 12 or
Example 20 or Example 22, and are then cultured 1n 1:1
F12/IMDM+0.5% HSA+1xITS supplement+4.5 ug/mlL cho-
lesterol+10 pg/ml cod liver o1l fatty acids+25 ng/mlL poly-
oxyethylenesorbitan monooleate+2 ug/ml D-a-tocopherol
acetate+450 uM monothioglycerol+2 mM L-glutamine+25

10

15

20

25

30

35

40

45

50

55

60

65

46

ng/mL BMP4+25 ng/mL VEGF+25 ng/mL bFGF+20 ng/mL
SCF for 10 days to generate hematopoietic cells.

Example 24 Personalized Cell-Replacement
Therapy for Blood Disease Comprising
Reprogrammed Cells

Patient skin cells are reprogrammed to hematopoietic
cells according to Example 23. Cells are then released from
the culture vessel, and between about 1x10° and about 1x10’
cells/’kg patient body weight are infused mto a main vein
over a period of several hours.

Example 25 Personalized Cell-Replacement
Therapy for HIV/AIDS Comprising Gene-Edited
and Reprogrammed Cells

Patient skin cells are gene-edited and reprogrammed to
hematopoietic cells according to Example 23. Cells are then
enzymatically released from the culture vessel, and between
about 1x10° and about 1x10” cells/kg patient body weight
are infused 1nto a main vein over a period of several hours.
Hematopoietic stem cells home to the bone marrow cavity
and engrait. Alternatively, patient skin cells are gene-edited
and reprogrammed to hematopoietic cells according to

Example 23, cells are then enzymatically released from the
culture vessel, and CD34+/CD90+/Lin—- or CD34+/CD491+/

Lin- cells are isolated. Between about 1x10° and about
1x10° cells are infused into a main vein of the patient.
Hematopoietic stem cells home to the bone marrow cavity
and engratft.

Example 26 Cardiac Disease Models for Screening
Bioactive Molecules

Cells were reprogrammed according to Example 11, and
were then cultured in DMEM/F12+0.2% HSA+0.5xN2
supplement+0.5xB27 supplement+100 ng/ml activin A+1
uM wortmannin for 4 days, followed by 1:1 F12/IMDM+
0.5% HSA+0.5% ITS supplement+0.5xB27 supplement+2
uM retinoic acid+20 ng/mL FGF7+50 ng/mL. NOGGIN for
4 days, followed by DMEM/F12+1% ITS supplement+10
ng/mL bFGF+10 mM nicotinamide+50 ng/ml exendin-4+
10 ng/mL. BMP4 for 7-9 days to generate cardiac cells (FIG.
5C). Altematively, cells are reprogrammed according to
Example 12. While cardiac cells can be 1solated from other
cells present 1n the culture, this method generates a suili-
ciently high percentage of cardiac cells that such 1solation 1s
not generally required. The resulting cells can be used in
vitro or 1 vivo for screening bioactive molecules for the
study of heart disease or for the development of therapeutics

for heart disease. The resulting cells can also be used for
cardiotoxicity screening.

Example 27 Personalized Cell-Replacement
Therapy for Ischemic Cardiomyopathy Comprising
Reprogrammed Cells

Patient skin cells are reprogrammed to cardiac cells

according to Example 26. Cells are then enzymatically
released from the culture vessel, and between about 1x10°
and about 1x10” cells are injected into the pericardium or
between about 1x10° and about 1x10° cells are injected into
one or more coronary arteries. Cells engraft, and additional
injections are performed as necessary.
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Bioactive Molecules

Cells are reprogrammed according to

Example 12, and are then cultured in DM

US 11,692,203 B2

Example 28 Retinal Disease Models for Screening

Example 11 or
EM/F12+0.2%

HSA+0.5xN2 supplement+0.5xB27 supplement 7 days to
generate retinal cells. The resulting cells can be used 1n vitro

or 1n vivo for screening bioactive molecules for the study of
retinal disease or for the development of therapeutics for
retinal disease.

Example 29 Personalized Cell-Replacement

Reprogrammed Cells

Therapy for Macular Degeneration Comprising

10

48

released from the culture vessel, and between about 1x10*
and about 1x10° cells are injected into or below the retina.

Cells engraft, and additional injections are performed as
necessary.

EQUIVAL.

ENTS

Those skilled in the art will recognize, or be able to

ascertain, using no more than routine experimentation,

numerous equivalents to the specific embodiments described

specifically herein. Such equivalents are intended to be
encompassed 1n the scope of the following claims.

15

Patient skin cells are reprogrammed to retinal cells

<160>

<210>
<211>
<212>
<213>

<400>

according to

SEQUENCE :

Met Ala Gly His

1

Gly

Arg

Pro

Pro

65

Gly

Gly

Glu

Leu

Glu

145

Gly

Ser

Glu

Thr
225

Vval

Gly

Thr

Gly

50

Pro

Val

Glu

Pro

Glu

130

Leu

Val

Phe

Glu
210

Leu

Gly
Trp
35

Val

Gly

2la

Cvs

115

Gln

Glu

Thr

Phe

Lys

195

2la

Val

Gly

ASP

20

Leu

Gly

Glu

Leu

Gly

100

Thr

ASn

Gln

Gln

Ser

180

Agn

ASDP

Gln

Agn

SEQ ID NO 1
LENGTH:
TYPE: PRT
ORGANISM:

360

Homo sapilens

1

Leu

Gly

Ser

Pro

Phe

Val

85

Val

Val

Pro

Phe

Ala

165

Gln

Met

Agn

ala

Leu
245

Ala

Pro

Phe

Gly

Cys

70

Pro

Gly

Thr

Glu

Ala

150

ASpP

Thr

Agn

ATg
230

Glu

NUMBER OF SEQ ID NOS:

Ser

Gly

Gln

sSer

55

Gly

Gln

Val

Pro

Glu

135

Val

Thr

Glu
215

Agn

26

Asp

Gly

Gly

40

Glu

Gly

Gly

Glu

Gly

120

Ser

Leu

Gly

Tle

Leu

200

AsSn

Arg

Leu

Phe

Pro

25

Pro

Vval

Met

Gly

Ser

105

Ala

Gln

Leu

Leu

Cvs

185

ATg

Leu

Phe

Ala

10

Glu

Pro

Trp

Ala

Leu

90

Asn

Val

ASp

Thr
170
Arg

Pro

Gln

Arg

Leu
250

Phe

Pro

Gly

Gly

Tyzr

75

Glu

Ser

Tle

Gln
155

Leu

Phe

Leu

Glu

Thr
235

Gln

SEQUENCE LISTING

Ser

Gly

Gly

Tle

60

Thr

ASP

Leu

Lys

140

Gly

Glu

Leu

Tle
220

Ser

Example 28. Cells are then enzymatically

Pro

Trp

Pro

45

Pro

Gly

Ser

Gly

Glu

125

2la

ATrg

Val

2la

Gln
205

Ile

Pro

INCORPORAITION BY REFERENC.

incorporated by reference in their entireties.

Pro

Val

30

Gly

Pro

Pro

Gln

Ala

110

Leu

Ile

Leu

Leu
190

Glu

Pro
15
ASP

Tle

Gln

Pro

o5

Ser

Glu

Gln

Thr

Phe

175

Gln

Trp

Ala

Asn

Pro
255

Gly

Pro

Gly

Pro

Val

80

Glu

Pro

Leu
160

Gly

Leu

Val

Glu

Arg
240

Thry

(L]

All patents and publications referenced herein are hereby



Leu

Val

Ser

Phe
305
Gly

Val

Leu

Gln

Val

Ser

290

Sexr

Thr

Pro

Gly

Gln

Arg

275

ASP

Gly

Pro

Phe

Ser
355

Ile
260

Val

Gly

Gly

Pro

340

Pro

Ser

Trp

Ala

Pro

Tyr

325

Glu

Met

<210> SEQ ID NO Z

<211> LENGTH:

<212> TYPE:

<213> ORGANISM: Homo sapiens

PRT

<400> SEQUENCE:

Met Tyr Asn Met

1

Thr

ASh

Met

Lys

65

Leu

Leu

ATg

Gly

Val

145

Ala

Gln

Gln

Ser

Met

225

Gly

Ser

Ser

Gln

Val

50

Met

Leu

Arg

ATy

Gly

130

Gly

His

Leu

Met

Met

210

Ser

Sexr

Ser

Gly

Lys

35

Trp

His

Ser

Ala

Lys

115

Leu

Ala

Met

Gly

Gln
195

Thr

Val

Ser

Gly

20

Agnh

Ser

Agn

Glu

Leu

100

Thr

Leu

Gly

Agnh

Tyr

180

Pro

Ser

Ser

Val

His

317

2

Met
5
Gly

Ser

Ser
Thr
85

His

2la

Leu

Gly
165

Pro

Met

Ser

Gln

Lys

245

Ser

Hig

Phe

Gln

Val

310

Gly

Gly

His

Glu

Gly

Pro

Gly

Glu

70

Glu

Met

Thr

Pro

Gly

150

Trp

Gln

His

Gln

Gln
230

Ser

ATrg

49

ITle

Arg
295
Ser
Ser

Glu

Ser

Thr
Gly
Asp
Gln

55

Ile

Leu
Gly
135

Ala
sSer
His
Arg

Thr
215
Gly

Glu

Ala

Ala

Agn

280

Glu

Phe

Pro

2la

Agn
360

Glu

Agn

Arg

40

ATrg

Ser

Arg

Glu

Met

120

Gly

Gly

Agh

Pro

Tyr
200

Thr

Ala

Pro

Gln

265

ASP

Pro

His

Phe
245

Leu
Ser
25

Val

Pro

His

105

Agn

Val

Gly

Gly

185

ASP

Met

Pro

Ser

Gln

Arg

Phe

Leu

Phe

330

Pro

Lys
10

Thr

Phe
Q0

Pro

Ser

Agn

Sexr

170

Leu

Val

Agn

Gly

Sexr

250

Gln

US 11,692,203 B2

Leu

Gln

Glu

Ala

315

Thr

Pro

Pro

Ala

Arg

Met

Leu

75

Tle

ASpP

ASDP

Met

Gln

155

Agnh

Ser

Gly

Met
235

Ser

Ala

-continued

Gly

Ala
300
Pro

Ala

Val

Pro

Ala

Pro

Ala

60

Gly

ASD

Ala
140
ATYg

Ser

Ala

Ala

Ser

220

Ala

Pro

Gly

Leu

Gly

285

Ala

Gly

Leu

Ser

Gly

Ala

Met

45

Gln

Ala

Glu

Tvr

125

Ser

Met

Met

His

Leu

205

Pro

Leu

Pro

Asp

Glu

270

Gly

Pro

Val
250

Pro

Ala

30

AgSh

Glu

Glu

Ala

Tyr

110

Thr

Gly

ASP

Met

Gly

120

Gln

Thr

Gly

Val

Leu

Lys

Arg

Ser

His

Ser

335

Thr

Gln

15

Gly

Ala

Agn

Trp

Lys

55

Arg

Leu

Val

Ser

Gln

175

2la

Ser

Val
255

Arg

ASpP

Ser

Pro

Phe
320

Ser

Thr

Gln

Gly

Phe

Pro

Lys

80

Arg

Pro

Pro

Gly

Tyr

160

ASp

Ala

Agh

Ser

Met

240

Thr

ASDP

50



Met

Pro

Gly
305

Tle

Ser
290

Thr

Ser
275

ATrg

Ala

260

Met Tvyr Leu

Leu His Met

Tle Asn Gly

<210> SEQ ID NO 3

<211> LENGTH:

<212> TYPE:

<213> ORGANISM: Homo sapiens

PRT

<400> SEQUENCE:

Met Arg Gln Pro

1

Leu

Thr

Ser

Leu

65

Ala

Glu

Leu

Ser

Pro

145

Gly

Ser

Val

ASpP

Leu

225

Glu

Gly

Thr

Gly

Phe
205

Pro

Leu

His

50

2la

Ala

Glu

Thr

2la

130

Ser

Val

2la

Ser

Pro

210

Met

Ser

ala
290

Pro

Ser

35

Met

2la

Phe

Hig

115

Ser

Thr

Ala

Pro

Pro

195

Val

Gly

Gly

His

Pro
275

Gly

Leu

Phe
20

Gln

Ala

Gly

Agn

100

Pro

Ser

Pro

Pro
180

Ser

Ser

Pro

260

Pro

Gly

479

3

Pro

5

Ser

Ala

Arg

Thr

Gly

85

AsSp

Pro

Ser

Ser

Gly

165

Pro

Gly

ITle

Phe

Pro
245
Vval

Tle

Pro

310

Gly

Thr

Gly

Leu

Val

70

Ser

Leu

Glu

Ser

Phe

150

Gly

Thr

Gly

Pro

Val

230

Ser

Vval

Leu

Gln
210

51

Pro
Ser
295

Thr

Glu
Phe
Ala
Pro
)

Ala
Asnh
Leu
Ser
Ser
135
Thr
Thr
Ala
Phe
Pro
215

Leu

Val
Val
Gln
Ser

295

Leu

Gly
280
Gln

Leu

Ser

2la

Pro

40

Pro

Thr

Leu

ASP

Val

120

Pro

Gly

Pro

Val
200

Gln

Ile

Ala

Glu

280

Agn

Pro

265

Ala

His

Pro

ASDP

Ser

25

ASn

Val

ASP

Ala

Leu

105

Ala

Ser

Pro

Gly

Phe

185

Ala

Gln

Ala

Ser

Pro

265

Ala

Gly

Ser

Glu

Leu

Met

10

Gly

Agn

Leu

Leu

Pro

50

ASp

ala

Ser

Tle

Gly

170

Agn

Glu

Pro

Ser

Val
250

Val

Hisg
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Val

Gln

Ser
3215

Ala

Pro

ATrg

Pro

Glu

75

Leu

Phe

Thr

Ser

ATrg

155

Leu

Leu

Leu

Gln

Leu

235

Ser

Asnh

Ser

AYg

Thr
315

-continued

Pro
Ser

300

His

Val

Ala

Trp

Gly

60

Ser

Pro

Tle

Val

Gly

140

Ala

Leu

Ala

Leu

Pro

220

Ser

Gly

Ser

Pro

300

Thr

Glu
285
Gly

Met

Ser

Gly

Arg

45

Arg

Gly

Arg

Leu

Ser

125

Pro

Gly

Asp

Arg

205

Pro

Ala

Gly

Gly

Cys

285

Ala

Pro

270

Pro Ala Ala

Pro Val Pro

ASP

ATg

30

Glu

Pro

Gly

Arg

Ser

110

Ser

Ala

Agn

Gly

Tle

120

Pro

Gly

Pro

Ser

Pro

270

Thr

Ala

Thr

2la
15
Glu

Glu

2la

Glu

55

Agn

Ser

Ser

ASpP

Arg

175

Agn

Glu

Gly

Gly

Pro

255

Pro

His

Hig

Leu

Leu

Leu

ASDP

Gly

80

Thr

Ser

Ala

Ala

Pro

160

Glu

ASDP

Leu

Gly

Ser

240

ASpP

Arg

Leu

ASpP

Gly
320

52



Leu

Pro

Pro

Met

ATy

385

Ala

Leu

Phe
465

<210>
<«211>
«212>
<213>

<400>

Glu

Pro

ASp

Pro

370

ATy

Gly

ATrg

Gly

His

450

Ser

Glu

Gly

Gln

355

Pro

Ser

Thr
Trp
435

Thr

ATrg

Val

Phe

340

Met

Gly

Trp

Gly

His

420

Gly

Ser

PRT

SEQUENCE :

Met Asp Phe Phe

1

Pro

Ser

Gln

Trp

65

ATrg

Leu

Gln

Ser

ITle

145

Ser

Pro

Leu

Val

Leu

Val

Gln

50

Ser

Arg

Leu

Phe
120

Gln

Glu

Agn

Gln

Phe
210

Agn
Gln
35

Gln

Gly

Gly

Glu

115

Ile

ASP

Pro

ASP
195

Pro

Val
20

Pro

Gln

Phe

Leu

ASDP

100

Met

Leu

Ala
180

Leu

Leu

325

His

Gln

Ser

Pro

Lys

405

Thr

Phe

His

Asp

SEQ ID NO 4
LENGTH:
TYPE:
ORGANISM:

454

Homo sapiens

4

ATy
5

Ser

Ser

Glu

Cvs

85

Asn

Val

Asp

Met

2la

165

Arg

Ser

Pro

Ser

Pro

Pro

ATy

390

Thr

Gly

Ala

ATrg

Hig
4770

Val

Phe

Phe

Glu

Leu

70

Ser

ASpP

Thr

Pro

Trp

150

Ser

Gly

Ala

Leu

53

Ser
Hisg
Gln

Met
375

Glu
Arg
Pro

455

Leu

Val

Thr

Leu
55

Leu
Pro
Gly
Glu
Asp

135

Ser

Hisg

Ala

Asn
215

ATrg

Pro

Val
360
Pro

AT

Thr

Ser
440
Phe

2la

Glu

Agn

Cys

40

Gln

Pro

Ser

Gly

Leu

120

ASP

Gly

Gln

Ser

Ala
200

ASDP

ASDP

Gly

345

Pro

Glu

Thr

Pro
425
ASDP

Gln

Leu

Agn

25

ASP

Pro

Thr

Gly
105

Leu

Glu

Phe

Ala

Val

185

Ser

Ser

Cys

330

Pro

Pro

Glu

ala

Ser

410

Glu

Hig

Gln

10

Agn

Glu

Pro

Pro

Val

50

Gly

Gly

Thr

Ser

2la
170

Glu

Ser
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His

Agnhn

Leu

Pro

Thr

395

Ser

His

Leu

Gln

Met
475

Gln

Glu

Ala

Pro

75

Ala

Ser

Gly

Phe

Ala
155

Arg

Ser

Ser

-continued

Pro Ala Leu Pro

Tvr

Hig

Lys

380

His

Hig

Thr

Lys
460

Pro

ASpP

Glu

Pro

60

Leu

Val

Phe

ASpP

ITle
140

Ala

Thr

ITle

Pro
220

Pro

Tyr

365

Pro

Thr

Leu

Asp

Arg

445

Arg

Pro

Leu

Asn

45

Ser

Ser

Thr

Ser

Met
125

Ala

Asp

Ser

Asp
205

Ser
350

Gln

Trp
430
His

ASP

Hig

Ala

ASP

30

Phe

Glu

Pro

Pro

Thr
110

Val

Agn

Ser

Ser

120

Pro

Ser

335

Phe

Glu

Arg

ASP

2la

415

ASP

Arg

Phe

Thr
15

ASpP

Ser

Phe

55

2la

Agn

Ile

Leu

Gly
175

Leu

Ser

Leu

Leu

Leu

Gly

Tyzr

400

His

Gly

b2la

Met

ASDP

Gln

ITle

Arg

80

Ser

ASp

Gln

Ile

Val
160

Ser

Val

Ala

54



Ser

225

Ser

Glu

ASpP

Gly

Pro

305

Gln

Ala

AsSn

Val

Leu

385

ASh

ASP

Leu

<210>
<211>
<«212>
<213>
<220>
<223 >

Gln

Thr

Glu

Glu

Lys

290

Pro

His

Asn
Lys

370

AgSh

Tle

Leu

Arg
450

ASP

Glu

Thr

Glu

275

ATrg

His

Agn

Arg

355

ATrg

ATrg

Glu

Leu

Leu
435

Agn

Ser

Ser

Pro

260

Glu

Ser

Ser

Val

340

ATrg

Ser

Ser
420

ATJg

Ser

32

Ser

Ser

245

Pro

ITle

Glu

Pro

2la
325

Thr

Phe

Ala

405

Val

SEQ ID NO b
LENGTH :
TYPE: DNA

ORGANISM: Artificial Sequence
FEATURE:
OTHER INFORMATION: Desgcription of Artificial Sequence:

Ala

230

Pro

Thr

ASP

Ser

Leu

310

Ala

Leu

Thr

His

Phe

390

Pro

Gln

ATg

Ala

oligonucleotide

<400> SEQUENCE:

5

3

Phe
Gln
Thr
Val
Gly
295
Val
Pro
Asp
Ser
Asn

375

Ala

Ala

Arg

Ser

Gly

Ser

Val

280

Ser

Leu

Pro

Ser

Pro

360

Val

Leu

Val

Glu

Glu
440

Pro

Ser

Ser

265

Ser

Pro

Ser

Val
345

Leu

Val

Glu
425

Gln

aagctttaat acgactcact atagggacat tt

<210>
<211>
<212>
<213>
<220>

<223 >

<400>

32

SEQ ID NO o
LENGTH :
TYPE: DNA

ORGANISM: Artificial Sequence
FEATURE:

OTHER INFORMATION: Description of Artificial Sequence:

oligonucleotide

SEQUENCE :

6

aagctttaat acgactcact atagggacat tt

<210>
<211>
<«212>
<213>
<«220>
<223 >

SEQ ID NO 7
LENGTH: ©
TYPE: DNA
ORGANISM: Artificial Sequence
FEATURE:
OTHER INFORMATION: Desgcription of Artificial Sequence:

Ser

Pro

250

ASpP

Val

Ser

Arg

Thr

330

Ser

Glu

ASpP

Tle

410

Gln

Leu

US 11,692,203 B2

Ser
235

Glu

Ser

Glu

Ala

Cys

315

Arg

Val

Ser

ATrg

Gln

395

Leu

-continued

ASDP

Pro

Glu

Gly
300

Hig

Leu

ASP

Gln

380

Ile

Leu

His

Ser

Leu

Glu

Arg

285

Gly

Val

Asp

Arg

Thr

365

Arg

Pro

Tle

Lys
445

Leu

Val

Glu

270

Gln

His

Ser

Gln
350

Glu

ATrg

Glu

Ala

Ser

430

Leu

Leu

Leu

255

Gln

Ala

Ser

Thr

Pro

335

Ile

Glu

Agn

Leu

Thr

415

Glu

Glu

Ser

240

His

Glu

Pro

His

320

Ala

Ser

Agn

Glu

Glu

400

Ala

Glu

Gln

Synthetic

Synthetic

Synthetic

32

32

56



S7

oligonucleotide

<400> SEQUENCE: 7

gggacattt

<210> SEQ ID NO 8

<211l> LENGTH: 2428

«212> TYPE: DNA

<213> ORGANISM: Artificial Sequence

«220> FEATURE:

<223> OTHER INFORMATION: Description
polynucleotide

«<«220> FEATURE:

<221> NAME/KEY: modified base

222> LOCATION: (636)..(641)

223> OTHER INFORMATION: This region
“CATGACY" or "“AACAACY

220> FEATURE:

<221> NAME/KEY: modified base

«222> LOCATION: (738)..(743)

<223> OTHER INFORMATION: This region
“"CATGACY" or "“AACAACY

«220> FEATURE:

<221> NAME/KEY: modified base

«222> LOCATION: (840) .. (845)

<223> OTHER INFORMATION: This region
“CATGACY or "“AACAACY

«220> FEATURE:

<221> NAME/KEY: modified base

222> LOCATION: (942)..(947)

<223> OTHER INFORMATION: This region
"CATGACY or "“AACAACY

220> FEATURE:

<221> NAME/KEY: modified base

«222> LOCATION: (1044)..(1049)

223> OTHER INFORMATION: This region
“"CATGACY" or “AACAACY

«220> FEATURE:

<221> NAME/KEY: modified base

«222> LOCATION: (1146)..{(1151)

<223> OTHER INFORMATION: This region
“CATGACY or “AACAACY

«220> FEATURE:

<221> NAME/KEY: modified base

«222> LOCATION: (1248)..(1253)

<223> OTHER INFORMATION: This region
"CATGACY" or "“AACAACY

220> FEATURE:

<221> NAME/KEY: modified base

222> LOCATION: (12350)..(1355)

223> OTHER INFORMATION: This region
"CATGACY or "“AACAACY

220> FEATURE:

<221> NAME/KEY: modified base

«222> LOCATION: (1452)..(1457)

223> OTHER INFORMATION: This region
“CATGACY or “AACAACT

«220> FEATURE:

<221> NAME/KEY: modified base

«222> LOCATION: (1554) .. (1559}

<223> OTHER INFORMATION: This region
“CATGACY or "“AACAACY

«<«220> FEATURE:

<221> NAME/KEY: modified base

«222> LOCATION: (l1l6e56)..{(1l66l)

<223> OTHER INFORMATION: This region
“CATGACY or “AACAACY

«220> FEATURE:

<221> NAME/KEY: modified base

«222> LOCATION: (1758)..{(1763)

<223> OTHER INFORMATION: This region
“"CATGACY" or “AACAACY

«<«220> FEATURE:

<221> NAME/KEY: modified base

«222> LOCATION: (1860)..(1865)

<223> OTHER INFORMATION: This region

"CATGACY or "AACAACT

US 11,692,203 B2

-continued

of Artificial

may

may

may

may

may

may

may

may

may

may

may

may

may

crlCcompass

clrlCcompass

cncompass

crncompass

CrlCcompass

clrlCcompass

crncompass

crlCcompass

CrlCcompass

cncompass

crncompass

clrlCcompass

crncompass

sSedquence:

"AACATC,”

CAACATC,”

CAACATC,”

CAACATC, "

CAACATC,”

CAACATC,”

“AACATC,”

"AACATC,”

CAACATC,”

CAACATC,”

CAACATC, "

CAACATC,”

CAACATC, "

Synthetic

"ALACGGA, Y

CALACGGA, "

CALACGGA, T

“ALACGGA, "

CALACGGA, "

CALACGGA, "

CAACGGA, "

"ALACGGA, Y

CALACGGA, "

CALACGGA, Y

“ALACGGA, "

CALACGGA, "

“ALACGGA, "

58



<220>

FEATURE:

59

<221> NAME/KEY: modified base

<222 >

<220>

LOCATION:

(1962) .. (1967)
<223> OTHER INFORMATION: This region may encompass
"CATGACY or
FEATURE:

“AACAACY

<221> NAME/KEY: modified base

<222 >

<220>

LOCATION:

(2064) .. (2069)
<223> OTHER INFORMATION: This region may encompass
"CATGACY or
FEATURE:

CALACAACY

<221> NAME/KEY: modified base

<222 >

<220>

LOCATION:

(2166) ..(2171)
223> OTHER INFORMATION: This region may encompass
"CATGACY or
FEATURE:

CALACAACY

<221> NAME/KEY: modified base

<222 >

220>

LOCATION:

(2268) ..(2273)
<223> OTHER INFORMATION: This region may encompass
"CATGACY or
FEATURE:

“AACAACY

<221> NAME/KEY: modified base

<222 >

220>

LOCATION:

(2370) ..(2375)
<223> OTHER INFORMATION: This region may encompass
"CATGACY or
FEATURE:

TALACAACY

<221> NAME/KEY: modified base

<222 >

<400>

taatacgact

aacagctagc

attacaaaga

gagtcccagce

tcaagcccaa

ttacacatgc

tcaagtacca

tggggaaaca

tgagagggcc

gagtcacggc

acctgacccc

aaaccgtcca

tcgtggcaat

tgcctgtgcet

nnnnnyggygy

cgcacgggtt

cactcgaaac

agcaggtcgt

ggttgctgcc

cgagcnnnnn

gccaagcgca

agcaggcact

cgccagagca

LOCATION:

SEQUENCE: 8

cactataggy

caccatggac

cgatgacgat

agccgtagat

agtgaggtcg

ccacatcgta

ggacatgatt

gtggagcgga

ctccceccettcecag

ggtcgaggcg

agagcaggtc

gaggttgctyg

tgcgagcennn

gtgccaagcyg

aaagcaggca

gaccccagag

cgtccagagy

ggcaattgcyg

tgtgctgtgc

ngggyggaaag

cggacttaca

cgaaaccgtc

ggtcgtggca

(2472) ..(2477)
223> OTHER INFORMATION: This region may encompasgs

"CATGACY or "AACAACT

acatttgctt

tataaggacc

aagatggccc

ttgagaactt

acagtcgcgc

gccttgtcecgce

geggegttge

gcccgagcegce

ctggacacgy

gtgcacgcgt

gtggcaattg

cctgtgetgt

nnngydggyyaa

cacggactaa

ctcgaaaccy

caggtcgtgg

ttgctgccty

agcnnnnnng

caagcgcacyg

caggcactcg

cccgaacaag

cagaggttgc

attgcgagcen
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ctgacacaac

acgacggaga

caaagaagaa

tgggatattc

agcatcacga

agcaccctgc

cggaagccac

ttgaggccct

gccagttgcet

ggcgcaatgc

cgagcennnnn

gccaagcgca

agcaggcact

ccccagagca

tccagaggtt

caattgcgag

tgctgtgceca

gggdaaadgca

gactgacacc

aaaccgtcca

tcgtggcaat

tgcctgtgcet

nnnnndgygyddy

-continued

tgtgttcact

ctacaaggat

gcggaaggtec

acagcagcag

agcgetggtyg

agcccttggce

acatgaggcg

gttgacggtc

gaagatcgcy

gctcacggga

ngggyggaaag

cggacttacg

cgaaaccgtc

ggtcgtggca

gctgcectgtyg

cnnnnnnggg

agcgcacggce

ggcactcgaa

agagcaggtc

gaggttgctg

tgcgagennn

gtgccaagcy

aaagcaggca

CAACATC,”

“AACATC,”

CAACATC,”

“AACATC,”

CAACATC,”

"AACATC,”

agcaacctca

catgatattg

ggtatccacyg

caggaaaaga

ggtcatgggt

acggtcgecyg

atcgtcggtyg

gcegggagage

aagcggdygay

gcacccecctcea

caggcactcg

ccagagcagyg

cagaggttgc

attgcgagcen

ctgtgccaag

gdaaadgcadd

ctgaccccag

accgtccaga

gtggcaattyg

cctgtgetgt

nnnygdgdgdaa

cacggactta

ctcgaaaccyg

CALACGGA, Y

CAACGGA, "

CALACGGA, "

TALACGGA, T

TALACGGA, Y

"ALACGGA, Y

60

120

180

240

300

360

420

480

540

600

660

720

780

840

500

560

1020

1080

1140

1200

1260

1320

1380

60



tccagaggtt

caattgcgag

tgctgtgcca

gggaaagca

gcctgacccece

aaaccgtcca

tcgtggcaat

tgcctgtgcet

nnnnnygygygqy

cgcacggact

cactcgaaac

agcaggtcgt

ggttgctgcce

cgagcnnnnn

gccaagcgca

agcaggcact

caccagagca

tccagaggtt

ctattgcatc

ggceggaccc
gcggacgacc
agcggaccaa
tgaagagtga
atgaatacat
tgaaggtaat
cacgaaaacc
tcgacacgaa
aacgttatgt
aagtgtatcc
gcaactataa
tgtccgtaga
aagaagtcag

gctttettyge

ctgggggata

ttcattgce

<210>
<211>
<212 >

gctgectgty
cnnnnnnggg
agcgcacygdy
ggcactcgaa
agagcaggtc
gaggttgctg
tgcgagcennn
gtgccaagcy
aaagcaggca
tacgccagag
cgtccagagyg
ggcaattgcyg
tgtgctgtgce
nygggggygaaay
cggcctgacc
cgaaaccgtc
ggtcgtggca
gctgcctgty
cnnnnnnggg
cgcgetggcec
cgccettggat
cagaaggatt
acttgaggag
cgaacttatc
ggagttettt
cgacggagca
agcctacagce
cgaagaaaat
ttcatcagtg
ggcccagctc
ggaactgctc
acgcaagttt

tgtccaattt

ttatgaaggy

SEQ ID NO 9
LENGTH: 20
TYPE:

DNA

61

ctgtgccaag
ggaaagcagy
ttgaccccag
accgtcocaga
gtggcaattg
cctgtgetgt
nnngyggyggaa
cacggcctca
ctcgaaaccyg
caggtcgtgg
ttgctgecctyg
agcnnnnnng
caagcgcacyg
caggcactcg
ccagagcagyg
cagaggttgc
attgcgagcen
ctgtgccaag
ggcagacccyg
gcactcacta
gcggtgaaga
cccgagagga
aaaaagtcgyg
gaaattgcta
atgaaggttt
atctatacgyg
ggtgggtaca
cagaccagga
accgagttta
acacggttga
attggtggag
aacaatggcyg

ctattaaagy

ccttgagcat

US 11,692,203 B2

cgcacggact

cactcgaaac

agcaggtcgt

ggttgctgcc

cgagcennnnn

gccaagcgca

agcaggcact

ccccagagea

tccagaggtt

caattgcgag

tgctgtgcca

gygdaaagca

ggttgacccc

aaaccgtcca

tcgtggcaat

tgcctgtgcet

nnnnndgygyddy

cgcacggact

cactggagtc

atgatcatct

aggggctcecc

catcacatcg

agctgcggca

ggaactcgac

atggataccyg

tggggagccc

atcttcccat

acaaacacat

agtttttgtt

atcacattac

aaatgatcaa

agatcaattt

Ctcctttgtt

ctggattcty

<213> ORGANISM: Artificial Sequence

<220>

FEATURE:
<223> OTHER INFORMATION: Description of Artificial Sequence:

oligonucleotide

-contilnued

aaccccagag caggtcegtgg 1440
cgtccagagg ttgctgcectyg 1500
ggcaattgcg agcennnnnng 1560
tgtgctgtgce caagcgcacyg 1620
ngggggaaag caggcactcg 1680
cggactgaca ccagagcagyg 1740
cgaaaccgtc cagaggttgc 1800
ggtcgtggca attgcgagen 1860
gctgcctgtyg ctgtgccaag 1920
cnnnnnnggy ggaaagcagyg 1980
agcgcacgga ctaaccccag 2040
ggcactcgaa accgtccaga 2100
agagcaggtc gtggcaattyg 2160
gaggttgctg cctgtgectgt 2220
tgcgagcennn nnngggggaa 2280
gtgccaagcyg cacggactga 2340
aaagcaggca ctcgaaaccyg 2400
cacgcctgag caggtagtgyg 2460
aatcgtggccec cagctttcga 2520
tgtagcgctyg gcctgecteyg 2580
gcacgcgect gcattgatta 2640
agtggcaggt tcccaactcg 2700
caaattgaaa tacgtaccgc 2760
tcaagacaga atccttgaga 2820
agggaagcat ctcggtggat 2880
gattgattac ggagtgatcg 2940
cgggcaggca gatgagatgc 3000
caatccaaat gagtggtgga 3060
tgtctectggyg catttcaaag 3120
gaactgcaat ggtgcggttt 3180
agcgggaact ctgacactgyg 3240
ccgctcataa accggtgcetce 3300
ccctaagtcce aactactaaa 3360
cctaataaaa aacatttatt 3420

3428

Synthetic

62
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-continued

<400> SEQUENCE: 9

tcattttcca tacagtcagt

<210> SEQ ID NO 10

<211l> LENGTH: 20

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: Description of Artificial Sequence:

oligonucleotide
<400> SEQUENCE: 10

ttttccatac agtcagtatc

<210> SEQ ID NO 11

<211l> LENGTH: 20

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: Description of Artificial Sequence:

oligonucleotide
<400> SEQUENCE: 11

tgactatctt taatgtctgg

<210> SEQ ID NO 12

<211l> LENGTH: 20

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: Description of Artificial Sequence:

oligonucleotide
<400> SEQUENCE: 12

tatctttaat gtctggaaat

<210> SEQ ID NO 13

<211l> LENGTH: 195

<212> TYPE: DHNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: Description of Artificial Sequence:

oligonucleotide
<400> SEQUENCE: 13

caaacagcta gccaccatg

<210> SEQ ID NO 14

<211> LENGTH: 46

<212> TYPE: DHNA

<213> ORGANISM: Artificial Sequence

«220> FEATURE:

<223> OTHER INFORMATION: Description of Artificial Sequence:

oligonucleotide
<400> SEQUENCE: 14

acctgacaga gaccaaaaag gatccaaaaa ggtctcgact cacgcec

<210> SEQ ID NO 15

<211l> LENGTH: 12

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: Description of Artificial Sequence:

oligonucleotide

<400> SEQUENCE: 15

20

Synthetic

20

Synthetic

20

Synthetic

20

Synthetic

19

Synthetic

46

Synthetic

64
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-continued
accggtgete gc

<210> SEQ ID NO 16

<211> LENGTH: 12

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: Description of Artificial Sequence:

oligonucleotide

<400> SEQUENCE: 1o

cattgcgaat tc

<210> SEQ ID NO 17

<211> LENGTH: 19

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: Description of Artificial Sequence:

oligonucleotide
<400> SEQUENCE: 17

caaacagcta gccaccatg

<210> SEQ ID NO 18

<211> LENGTH: 7

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

223> OTHER INFORMATION: Desgcription of Artificial Sequence:

oligonucleotide
<400> SEQUENCE: 18

acctgac

<210> SEQ ID NO 19

<211> LENGTH: 9

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

223> OTHER INFORMATION: Desgcription of Artificial Sequence:

oligonucleotide
<400> SEQUENCE: 19

actcacgcc

<210> SEQ ID NO 20

<211l> LENGTH: 12

<212> TYPE: DNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: Description of Artificial Sequence:

oligonucleotide

<400> SEQUENCE: 20

accggtgcete gc

<210> SEQ ID NO 21

<211l> LENGTH: 12

<212> TYPE: DHNA

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: Description of Artificial Sequence:

oligonucleotide

<400> SEQUENCE: 21

12

Synthetic

12

Synthetic

19

Synthetic

Synthetic

Synthetic

12

Synthetic

06
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-continued

cattgcgaat tc

<210>
<«211>
<212>
<213>
«220>
<223 >

<400>

SEQ ID NO 22

LENGTH: 19

TYPE: DNA

ORGANISM: Artificial Sequence
FEATURE:

OTHER INFORMATION: Desgcription of Artificial Sequence:

oligonucleotide

SEQUENCE: 22

caaacagcta gccaccatg

<210>
<211>
<212 >
<213>
220>
<223 >

<400>

SEQ ID NO 23

LENGTH: 7

TYPE: DNA

ORGANISM: Artificial Sequence
FEATURE:

OTHER INFORMATION: Desgcription of Artificial Sequence:

oligonucleotide

SEQUENCE: 23

acctgac

<210>
<«211>
«212>
<213>
«220>
<223 >

<400>

SEQ ID NO 24

LENGTH: ©

TYPE: DNA

ORGANISM: Artificial Sequence
FEATURE:

OTHER INFORMATION: Desgcription of Artificial Sequence:

oligonucleotide

SEQUENCE: 24

actcacgcc

<210>
<«211>
«212>
<213>
«220>
<223 >

<400>

SEQ ID NO 25

LENGTH: 12

TYPE: DNA

ORGANISM: Artificial Sequence
FEATURE:

OTHER INFORMATION: Desgcription of Artificial Sequence:

oligonucleotide

SEQUENCE: 25

accggtgcecte gc

<210>
<«211>
«212>
<213>
«220>
<223 >

<400>

SEQ ID NO 26

LENGTH: 23

TYPE: DNA

ORGANISM: Artificial Sequence
FEATURE:

OTHER INFORMATION: Desgcription of Artificial Sequence:

oligonucleotide

SEQUENCE: 26

cattgcgaat tcaaaaaaaa aaa

What 1s claimed 1is:

1. A method for altering a target DNA sequence 1n a cell,

comprising;

60

(a) providing a human somatic cell comprising a target
DNA sequence;

(b) culturing the cell; and

(c) transiecting the cell with a plurality of synthetic RNA 65
molecules, wheremn the synthetic RNA molecules
include:

12

Synthetic

19

Synthetic

Synthetic

Synthetic

12

Synthetic

23

08

catalytic domain of a nuclease; and

and a catalytic domain of a nuclease;

wherein:

the first fusion protein and the second fusion
protein are independently a transcription acti-
vator-like e:

1. a first synthetic RNA molecule encoding a first fusion
protein comprising a DNA-binding domain and a

11. a second synthetic RNA molecule encoding a second
fusion proteimn comprising a DNA-binding domain

Tector nuclease (TAL.

HN); and



US 11,692,203 B2

69

the transfecting results i the cell expressing the
first fusion protein and the second fusion pro-
tein to result in a single-strand break or a
double-strand break.

2. The method of claim 1, further comprising contacting
the cell with at least one of poly-L-lysine, poly-L-omithine,
RGD peptide, fibronectin, vitronectin, collagen, and lami-
nin.

3. The method of claim 1, further comprising contacting,
the cell with a medium.

4. A method for altering a target DNA sequence 1n a cell,
comprising;

(a) providing a human somatic cell comprising a target

DNA sequence,

(b) culturing the cell;

(¢) transiecting the cell with a plurality of synthetic RNA
molecules, whereimn the synthetic RNA molecules
include:

1. a first synthetic RNA molecule encoding a first fusion
protein comprising a DNA-binding domain and a
catalytic domain of a nuclease; and

11. a second synthetic RNA molecule encoding a second
fusion proteimn comprising a DNA-binding domain
and a catalytic domain of a nuclease;

wherein the first fusion protein and the second fusion

protein are independently a transcription activator-like

ellector nuclease (TALEN); and wherein the transiect-
ing results in the cell expressing the first fusion protein
and the second fusion protein to result 1n a single-strand
break or a double-strand break in the target DNA
sequence; and

(d) transfecting the cell with a DNA repair template
comprising a sequence for msertion and one or more
regions ol homology to the DNA of the cell, wherein
the one or more regions of homology comprise regions
upstream and/or downstream of the single-strand break
or the double-strand break, to result 1n 1nsertion of the
sequence 1n the region of the single-strand break or the
double-strand break.

5. The method of claim 4, further comprising contacting,
the cell with at least one of poly-L-lysine, poly-L-orithine,
RGD peptide, fibronectin, vitronectin, collagen, and lami-
nin.

6. The method of claim 4, further comprising contacting
the cell with a medium.

7. The method of claim 1, wherein the human somatic cell
1s a skin cell or a hematopoietic cell.

8. The method of claim 7, wherein the hematopoietic cell
1s a hematopoietic stem cell or a white blood cell.

9. The method of claim 7, wherein the skin cell is obtained
from a biopsy, including a dermal punch biopsy.

10. The method of claim 7, wherein the skin cell 1s a
fibroblast, a keratinocyte, a melanocyte, an adipocyte, a
mesenchymal stem cell, an adipose stem cell, or a blood cell.

11. The method of claim 1, wheremn the plurality of
synthetic RNA molecules are complexed with a transfection
reagent.

12. The method of claim 11, wherein the transfection
reagent 1s lipid-based, polymer-based, or peptide-based.

13. The method of claim 12, wherein the transtection
reagent comprises a charged polymer or a cell-penetrating,
peptide.

14. The method of claim 12, wherein the transfection
reagent comprises a cationic lipid, a, liposome, or a micelle.

15. The method of claim 3, wherein the medium 1s
substantially free of immunosuppressants.

10

15

20

25
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16. The method of claim 1, wherein the first synthetic
RINA molecule, the second synthetic RNA molecule, or both
the first synthetic RNA molecule and the second synthetic
RINA molecule comprise at least one non-canonical nucleo-
tide selected from the group consisting of: a S-methyluridine
residue, a pseudouridine residue, a 5-methylpseudouridine
residue, a 5-hydroxyuridine residue, a 5-hydroxypseudouri-
dine residue, and a 5-methylcytidine residue.

17. The method of claim 1, wherein the first synthetic
RNA molecule, the second synthetic RNA molecule, or both
the first synthetic RNA molecule and the second synthetic
RNA molecule turther comprise one or more of a 5'-cap, a
S'-cap 1 structure, and a 3'-poly(A) tail.

18. The method of claim 4, wherein the human somatic
cell 1s a skin cell or a hematopoietic cell.

19. The method of claim 18, wherein the hematopoietic
cell 1s a hematopoietic stem cell or a white blood cell.

20. The method of claim 18, wherein the skin cell 1s
obtained from a biopsy, including a dermal punch biopsy.

21. The method of claim 18, wherein the skin cell 1s a
fibroblast, a keratinocyte, a melanocyte, an adipocyte, a
mesenchymal stem cell, an adipose stem cell, or a blood cell.

22. The method of claim 4, wherein the plurality of
synthetic RNA molecules are complexed with a transfection
reagent.

23. The method of claim 22, wherein the transtection
reagent 1s lipid-based, polymer-based, or peptide-based.

24. The method of claim 23, wherein the transfection
reagent comprises a charged polymer or a cell-penetrating,
peptide.

25. The method of claim 23, wherein the transfection
reagent comprises a cationic lipid, a, liposome, or a micelle.

26. The method of claim 6, wherein the medium 1s
substantially free ol immunosuppressants.

27. The method of claim 4, wherein the first synthetic
RINA molecule, the second synthetic RNA molecule, or both
the first synthetic RNA molecule and the second synthetic
RNA molecule comprise at least one non-canonical nucleo-
tide selected from the group consisting of: a 5S-methyluridine
residue, a pseudouridine residue, a 5-methylpseudouridine
residue, a 5-hydroxyuridine residue, a S-hydroxypseudouri-
dine residue, and a 5-methylcytidine residue.

28. The method of claim 4, wherein the first synthetic
RNA molecule, the second synthetic RNA molecule, or both
the first synthetic RNA molecule and the second synthetic
RNA molecule further comprise one or more of a 3'-cap, a
S'-cap 1 structure, and a 3'-poly(A) tail.

29. The method of claim 4, wherein the DNA repair
template comprises one or more regions of homology to the
DNA of the cell upstream or downstream of the single-
strand break or the double-strand break.

30. The method of claim 29, wherein the DNA repair
template comprises one or more regions of homology to the
DNA of the cell upstream of the single-strand break or the
double-strand break.

31. The method of claim 29, wherein the DNA repair
template comprises one or more regions of homology to the
DNA of the cell downstream of the single-strand break or the
double-strand break.

32. The method of claim 4, wherein the DNA repair
template comprises one or more regions of homology to the
DNA of the cell upstream and downstream of the single-
strand break or the double-strand break.

G o e = x
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