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METHOD FOR PRESYMPTOMATIC
DIAGNOSIS OF COELIAC DISEASE AND
GLUTEN SENSITIVITY

CROSS REFERENCE TO RELATED D
APPLICATIONS

This application 1s a continuation of U.S. patent applica-
tion Ser. No. 14/395,353, filed on Oct. 17, 2014 and incor-
porated by reference herein, which is the United States 10
National phase under 35 U.S.C. § 371 of PCT International
Patent Application No. PCT/2013/001140, filed on Apr. 17,
2013, and claiming priority to German application no.
102012007510.3, filed on Apr. 17, 2012, and German appli-
cation no. 102012007508.1, filed on Apr. 17, 2012. 15

BACKGROUND OF THE INVENTION

Field of the Invention
20
Embodiments relate to diagnostic testing for coeliac dis-
case, sprue, and/or gluten sensitivity.

Background of the Related Art
25

Coeliac disease, also known as gluten-sensitive enteropa-
thy or sprue, 1s a chronic inflammation of the small intestine
often associated with extensive destruction of the intestinal
epithelial cells, which may result in a malabsorption syn-
drome and/or associated immunological disorders. 30

The inflammation, 1f the corresponding genetic predispo-
sition 1s present, 1s activated by a hypersensitivity to gluten,

a collective term for the “sticky proteins” present 1n many
cereal types. In wheat, the immunogenic prolamin (the
alcohol-soluble fraction) 1s called gliadin. Homologous pro- 35
lamins are also known 1n rye (secalins), barley (hordeins)
and oats (avenins). In persons with the appropriate predis-
position, these peptide fragments can result 1n a complex
reaction of the mtestinal mucosa and of the immune system.

The term gluten also covers gluten derivatives, gliadin or 40
gliadin homologue extracts, non-synthetically or syntheti-
cally produced ghiadin peptides and chemical derivatives of
these known as “gliadin peptide”.

Certain gliadin peptides or homologous prolamin peptide
fragments are absorbed by antigen-presenting cells, pro- 45
cessed and loaded onto HLA molecules or bind directly to
HLA molecules, principally to HLA-DQ2 or HLA-DQS.
This binding 1s reinforced by the deamidation of the amino
acid glutamine that 1s frequently present 1n the peptide. This
deamidation 1s principally catalysed via the enzyme tissue 50
transglutaminase (t1g), and 1n particular by tissue transglu-
taminase 2 (t1g2). In addition the enzyme also catalyses a
transamidation, by means of which a cross-linking of the
surrounding peptides and proteins 1s induced. The deami-
dation of gliadin peptides guarantees high-aflinity binding 55
between the gliadin peptide and, for example, HLA-DQ?2.

This peptide-HLA complex in turn binds to the CD4+ T
helper cells, which 1n turn leads to activation of the intlam-
matory cytokine cascade. This increases the production of
various intlammation-triggering messenger substances, such 60
as interferon-gamma, TNF-alpha, mnterleukin-6 and inter-
leukin-2.

In the course of the inflammation, various antibodies are
formed which target, for example, gliadin 1itself (gliadin
antibodies) or tissue transglutaminase (tT'g antibodies). Ulti- 65
mately the inflammation process ends 1n the apoptosis of the
enterocytes (lining cells of the epithelium of the small

2

intestine), which leads to a more or less pronounced loss of
small intestinal vill1 (villous atrophy). This results in the
mucosa ol the small intestine no longer being 1n a position
to transifer suflicient nutrients from the intestine to the
bloodstream, resulting ultimately 1n a malabsorption syn-
drome.

The prevalence (number of suflerers at the time of 1nves-
tigation/number of “studied” individuals) of coeliac disease
or endemic sprue 1s 1:100, more recent studies, however,
assume a prevalence of approx. 1:50. All 1 all, coeliac
disease or endemic sprue reaches a frequency of 1% to 3%
within the Caucasian population group.

Cochac disease exhibits two manifestation peaks, one 1n
infancy from approx. 6 to 18 months, one to three months
alter cereals have been included 1n the diet and a second
peak aged approx. 30 to 40 years.

The most common symptoms of coeliac disease or sprue
are chronic diarrhoea, iron deficiency with or without anae-
mia and osteopenia, cause by the digestive disorder. Failure
to thrive can often be observed in affected children. Less
common symptoms include chronic fatigue, nervousness,
osteoporosis, osteomalacia, anxiety disorders, depression,
muscle cramps and secondary lactose intolerance. Further-
more, various concomitant diseases may occur, such as
selective IgA deficiency, dermatitis herpetiformis, diabetes
Type I and gastrointestinal malignoma.

Diagnosis of coeliac disease or sprue i1s preferably or
usually performed by means of a serological diagnosis
and/or by means of histology of biopsies of the small
intestine. The serological diagnosis of coeliac disease or
spru¢ 1s normally tested for the presence of antibodies
against a foreign antigen, such as gliadin (anti-gliadin anti-
bodies) or deamidated gliadin peptide (ant1-DGP antibodies)
and against autoantigens ol the endomysium (anti-EMA
antibodies), but especially against tissue transglutaminase 2
(anti-tTg2 antibodies) or a complex of tissue transglutami-
nase and ghadin (anti-tTg/glhiadin peptide complex
antibodies).

Auto antibodies against endomysial antigens are highly
specific and can be demonstrated mn over 90% of patients
with coeliac disease or with endemic sprue. In this case, an
indirect immunotluorescence test on tissue sections from
primate oesophagus 1s used. The anti-endomysium concen-
trations reflect the histological appearance: the higher the
antibody ftitres are, the more pronounced is the wvillous
atrophy. However, anti-endomysium detection by means of
the immunotluorescence techmque 1s fairly costly, as this
test requires the user to have a high degree of technical
competence, 1s time consuming and requires relatively rare
biological matenial (primate oesophagus tissue).

From a historical perspective, the detection of antibodies
against gliadin offered the first opportumity of identifying
coeliac disease or endemic sprue by means of an antibody
test procedure. However, anti-gliadin antibodies are not
specific enough to detect endemic sprue to a satisfactory
extent. The detection sensitivity was improved thanks to the
discovery of anti-deamidated gliadin peptide (DGP) anti-
bodies. A further improvement 1n the diagnosis and clinical
monitoring of this disorder was the discovery of anti-tissue
transglutaminase antibodies.

When 1t comes to the serological diagnosis of coeliac
disease, the presence of anti-endomysial antibodies 1s usu-
ally detected.

A central aspect of coeliac disease diagnosis was, and to
some extent remains, a histological examination of a biopsy
of the small intestine, whereby the histopathological spec-
trum may range from minimum elevation of intraepithelial
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lymphocytes to complete villous atrophy. The characteristic
histopathological elements for the above are: an increase in
intraepithelial lymphocytes as well an increase 1n lympho-

cytes and plasma cells in the lamina propria, frequently

mixed with eosinophils; reduced villi length, deepening of 5

the intestinal crypts; reduced wvilli: Crypt ratio (normally
>4-5:1); increased mitotic cell count; abnormal enterocytes
(cuboid rather than cylindrical cells, loss of basal core
polarity, loss of the brush border).

The histological grading is usually performed on the basis
of the classification proposed by Marsh.

TABL.

(Ll

Distribution of the Marsh criteria [A. Vecsei et al. 2011, p. 6]

Type Crypts Villi
0 normal normal
1 normal normal
2 hyperplastic normal
3a hyperplastic slightly truncated
3b hyperplastic severely truncated
3c hyperplastic totally absent

On the basis of the diagnosis of symptoms, histological
findings and serological findings, as well as genetic and
climical information, coeliac disease or endemic sprue can be
assigned to various clinical sub-groups. These range from
what 1s known as “silent sprue”, to “latent sprue”, and right
through to manifest or classic sprue.

An early diagnosis of coeliac disease or endemic sprue 1s
crucial to the progression of the disease. Following reliable
and early diagnosis, the disease can be kept in remission
through consistent observance of a gluten-free diet and the
risks of concomitant and/or secondary illnesses, such as
increased malignoma risk, can be prevented.

Therefore continuing to improve diagnostic tests for
cochiac disease or endemic sprue 1s ol primary concem.
When it comes to a rapid, easy-to-perform, economical test,
serological diagnostic procedures appear to be particularly
suitable.

For example, EP 0 912 898 B1 teaches an immunological
diagnostic procedure for antibodies that target tissue trans-
glutaminase (t1g). In this diagnostic procedure, antibodies
against tissue transglutaminase (t1G) from body fluids are
demonstrated by means of an immune reaction with tissue
transglutaminase, whereby the immune reaction 1s not per-
formed with a tissue section from animal or human tissue.

Furthermore, test procedures are available which can
detect antibodies which target a complex of tissue transglu-
taminase (t1G) and ghadin peptides. Such test procedures
are, for example, offered by the company AESKU.Diagnos-
tics. It has been shown with this test procedure that antibody
formation can be proved belfore all other state-of-the-art
tests.

Furthermore, even gluten intolerance or sensitivity 1s
identified, which 1s not induced by coeliac disease. A
distinction should be made between this disease, which 1s
neither an autoimmune disorder or a wheat allergy, and
coeliac disease. Both must first be excluded before it can be
diagnosed. Furthermore, 1t must be determined as to whether
there 1s any improvement with a gluten-free diet. No bio-
markers have previously been identified for this disorder.

BRIEF SUMMARY OF THE INVENTION

Embodiments may provide a diagnostic test which is able,
even prior to the development of symptoms, 1.e. presymp-
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tomatically, to detect coeliac disease or sprue as well as
gluten sensitivity, and hence enables the early diagnosis or

therapy control of coeliac disease and sprue or general
gluten mtolerance and gluten sensitivity.

According to an embodiment of the invention, it was
discovered that for the diagnosis and/or therapy control of
cocliac disease or sprue and gluten sensitivity at least one
functional, immunologically reactive complex of microbial
transglutaminase (m1G) or its immunologically reactive
parts and gliadin and/or gliadin peptides or theirr immuno-
logically reactive parts are used instead of tissue transglu-
taminase (t1G). In the following, the term gliadin 1s not only
understood to refer to gliadin 1tself but also gliadin peptides
and immunologically reactive parts thereof.

BRIEF DESCRIPTION OF THE FIGURES

FIG. 1A and FIG. 1B show a paired alignment of the
amino acid sequences ol microbial transglutaminase (mTG)
trom Streptomyces mobaraensis (SEQ ID NO: 1) and from
human tissue transglutaminase 2 (1G2) (SEQ ID NO: 2)
using the “stretcher” algorithm. The sequence comparison
was performed by means of the pairwise alignment tool
EMBOSS (from EMBL-EBI) that 1s freely available on the
internet.

FIG. 2A and FIG. 2B show a paired alignment of the
amino acid sequences of microbial transglutaminase (mTG)
from Streptomyces mobaraensis and from human tissue
transglutaminase 2 (1G2) using the “needle” algorithm. The
sequence comparison was performed by means of the pair-
wise alignment tool EMBOSS (from EMBL-EBI) that 1s
freely available on the internet.

FIG. 3 shows the results of a competitive assay for serum
1011 (IgA) 1n the form of a diagram, whereby the absorption
1s presented 1n relation to the concentration of competitors.
The mdividual competitors can be obtained from the dia-
gram legend.

FIG. 4 shows the results of a competitive assay for serum
1038 (IgA) 1n the form of a diagram, whereby the absorption
1s presented in relation to the concentration of competitors.
The individual competitors can be obtained from the dia-
gram legend.

FIG. 5 shows the results of a competitive assay for serum
1011 (Ig(G) 1n the form of a diagram, whereby the absorption
1s presented 1n relation to the concentration of the competi-
tors. The individual competitors can be obtained from the
diagram legend.

FIG. 6 shows the results of a competitive assay for serum
1038 (Ig() 1n the form of a diagram, whereby the absorption
1s presented 1n relation to the concentration of the competi-
tors. The individual competitors can be obtained from the
diagram legend.

FIG. 7 shows the results, 1n the form of a diagram, of a
measurement via AF4-MALS for the formation of com-
plexes of glhiadin and microbial transglutaminase, whereby
the so-called “Rayleigh” ratio 1s presented in relation to the
time. The individual components of the measurement can be
obtained from the diagram legend.

FIG. 8 shows the results, 1n the form of a diagram, of a
measurement via AF4-MALS for the formation of com-
plexes of gliadin and microbial transglutaminase, whereby
the molar mass 1n g/mol 1s presented 1n relation to time. The
individual components of the measurement can be obtained
from the diagram legend.

FIG. 9 shows the results, 1n the form of a diagram, of a
measurement via SEC-MALS for the formation of com-
plexes of gliadin and tissue transglutaminase, whereby the
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so-called “Rayleigh” ratio 1s presented in relation to time.
The individual components of the measurement can be

obtained from the diagram legend.

FIG. 10 shows the results, in the form of a diagram, of a
measurement via SEC-MALS for the formation of com-
plexes of gliadin and tissue transglutaminase, whereby the
molar mass 1n g/mol 1s presented in relation to time. The
individual components of the measurement can be obtained
from the diagram legend.

FIG. 11 shows a schematic sub-division of various detec-
tion stages for coeliac disease or sprue. The basis for this 1s
the time lapse in (1nitial) occurrence of the various diagnos-
tic antibodies.

FIG. 12 shows: -log(P values) of the Wilcoxon-Mann-
Whitney tests for veritying the presumed sequence of anti-
body appearance.

DETAILED DESCRIPTION OF TH.
INVENTION

L1

Surprisingly, 1t was discovered that even at an early stage
of the previously named diseases, antibodies can be 1dent-
fied which bind to a complex that 1s formed of microbial
transglutaminase and gliadin. This 1s all the more surprising,
since microbial transglutaminase has a completely different
sequence from human tissue transglutaminase (tTg).

As with the function of tissue transglutaminase, 1t 1s also
assumed 1n the generation of the complex used 1n accor-
dance with the mvention that the ratio of deamidation to
transamidation 1s 4:1 and the complex used 1n accordance
with the invention does not necessarily present a molecular
species covalently complexed to transglutaminase. The
complex 1s preferably formed by incubation of gliadin
peptides and microbial transglutaminase. The individual
component mTg does not exhibit any immunological activ-
ity 1n human samples, gliadin peptides are known antigens
according to the latest technology and therefore exhibit
immunological activity 1in human patient samples. The
immunological activity 1s, however, significantly higher
alter complex formation between gliadin peptides and mTg
than the sum of the imndividual components.

As with the complex of tTg2 and gliadin peptides, when
the complex 1s used 1n accordance with the mvention 1t 1s
also assumed that the distribution of cross-linked gliadin
peptides and the enzyme occurs on a stochastic basis, which
1s confirmed by the light scatter measurements. These com-
plexes contain microbial transglutaminase and display
immunological activity that 1s suitable for intercepting the
epitopes from tTg2 with gliadin peptides 1n competitive
assays.

This 1s demonstrated by competitive assays, which were
performed with various patient serums (see FIG. 5).

Embodiments relate to antibodies which bind to the
complex used 1n accordance with the invention consisting of
microbial transglutaminase and gliadin peptides or to the
immunologically active parts of this complex. Antibodies 1n
terms of this invention include both polyclonal and/or mono-
clonal antibodies and/or aptamers. An antibody i1s under-
stood to be a protein which presents one or more specific
antigen-binding sites. The expert 1s, without unreasonable
cllort, to generate an antibody which specifically binds to the
complex used 1n accordance with the invention consisting of
microbial transglutaminase and gliadin peptides or to immu-
nologically active parts of this complex. The corresponding,
techniques and approaches are famihiar to the expert from
everyday laboratory practice. The antibodies 1n accordance
with the mvention may, for example, also be generated by

10

15

20

25

30

35

40

45

50

55

60

65

6

1solating and cleaning the antibodies present 1n the serum of
coeliac disease or sprue patients or gluten-sensitive patients
by means of a complex used 1n accordance with the imven-
tion and hence made accessible. Without being bound, 1t 1s
presumed that the antibodies bind to a neoepitope in the
vicinity of the active centre of the enzyme mTgase. In
addition, the complex used in accordance with the mvention
can, for example, be coupled to a substrate, the loaded
substrate 1s then brought 1nto contact with coeliac disease or
sprue patient serum. Non-specifically bound components of
the serum are removed and the antibodies specifically bound
to the complex used in accordance with the invention are
then eluted.

Embodiments relate to the use of the complex of micro-
bial transglutaminase or gliadin or theirr immunologically
active parts for 1n vitro detection of antibodies that bind to
this complex. Use i accordance with this invention 1s
characterised by:

1. A complex used in accordance with the mvention being

brought into contact with a sample 1n vitro; and
2. Antibodies being detected that are bound to the complex
used 1n accordance with the invention.

For the purposes of this invention, the term “in vitro™ 1s
understood to be any environment that 1s not within a
complete organism, for example a human or animal body.

Sample 1s understood to be a composition that 1s to be
investigated. Preferably, the sample 1s a biological or medi-
cal material, 1.e. matenal that 1s extracted from an organism
or from components of an organism or cells. Belore it 1s used
as a sample 1n the procedure in accordance with the inven-
tion, the material may be subjected to further processing
steps, for example 1n order to convert the material to a state
in which 1t 1s especially suitable for use as a sample for the
procedure. Particular preference 1s given to samples based
on material that 1s obtained from a body fluid or that consists
of a body fluid. Preferred body fluids are blood, plasma,
serum, lymph fluid, synovial fluid, urine, stool, interstitial
fluid, saliva, sweat, spinal fluid, breast milk and/or tear tluid.
Particular preference i1s given to body fluids 1 which
antibodies are to be found 1n high concentrations.

When used 1n accordance with the invention, a complex
used 1n accordance with the invention 1s brought into contact
in vitro with a sample to be vestigated. The step of
bringing into contact 1s designed to ensure that any antibod-
1ies contained 1n the sample have the possibility to bind to an
epitope of the complex used 1n accordance with the 1nven-
tion. In addition, this step 1s performed under conditions and
in an environment that allow specific antigen-antibody bind-
ing. The expert 1s familiar with suitable conditions. Prefer-
ably, these conditions include a liqud environment (option-
ally also solid substrate materials) and/or bringing into
contact at a temperature of >0° C. to <60° C. Bringing into
contact should preferably be performed over a period that
allows the formation of a specific antigen-antibody binding
between the complex used 1n accordance with the invention
and any specific antibodies for the complex contained in the
sample ol microbial transglutaminase and gliadin or their
immunologically active parts.

In a subsequent step of the usage 1n accordance with the
invention, an antibody 1s 1dentified that 1s specifically bound
to the complex of microbial transglutaminase and gliadin
peptides or their immunologically active parts. The proof of
the antibody specifically bound to the complex used in
accordance with the invention can, for example, be provided
by such components of the sample that are not bound to the
complex of microbial transglutaminase and gliadin or the
immunologically active parts of this complex that are
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removed after bringing into contact, e.g. by one or more
washing, cleaning or 1solation steps. A specific proof of the
presence antibodies by means of standard methods which
are familiar to the expert can then be performed. The proof
may thereby be obtained in one or more steps. The agents
used for the specific i1dentification of antibodies may, for
example, themselves be antibodies. Identification can then,
for example, be performed via a colour reaction, which 1s
directly or indirectly mediated or triggered by the agents for
identifying the presence of antibodies. For example, anti-
bodies for the identification of specific antibodies can be
bound to functional groups or molecules (e.g. enzymes),
which are able to trigger or mediate a colour reaction under
certain conditions.

When used 1n accordance with the invention, the complex
ol microbial transglutaminase and gliadin or their immuno-
logically active parts can be immobilised on a substrate
during one, several or all steps. Immobilisation 1n this regard
1s understood to be any coupling, binding or other associa-
tion between complex and substrate with the effect that
complex and substrate cannot move imndependently of each
other. Molecules and/or surfaces, for example, can be used
as substrates whose form 1s such that they can bind to the
complex reversibly or irreversibly. In addition, substrates
and/or gliadins used 1n accordance with the invention and/or
complexes used i1n accordance with the invention may
present functional groups that support and/or enable binding,
between gliadins and/or complexes and substrates used in
accordance with the invention. For example, BSA or sur-
faces are mentioned as substrate molecules, as they are
offered by microparticles, nanoparticles or magnetic beads
or surfaces of selected membranes, polymers (e.g. polysty-
renes) or microtitre plates or test strips contaiming such
surfaces. The expert 1s familiar with suitable substrates and
options for binding protein complexes and substrates.

In particular, the procedure 1n accordance with the inven-
tion can be performed as an immunoassay procedure, suit-
able immunoassay procedures are described 1n “Labor und
Diagnose,” p. 756 f. (ISBN 39803521567)

The procedure in accordance with the invention can
preferably be performed as an FELISA procedure
(ELISA=enzyme-linked immunosorbent assay), suitable
ELISA techniques are for example described 1n “Labor und
Diagnose,” p. 1470 fI. (ISBN 3980521567). To this end, a
sample can be brought into contact with a complex used 1n
accordance with the invention that i1s immobilised on a
substrate with, 1f necessary, the unbound components being
partially or basically removed, then an antibody bound or
bindable to a functional group i1s used as proof of the
presence of sample antibody bound to the complex used in
accordance with the imvention. Proof 1s generally provided
by means of a visually detectable reaction.

The antibody for proof may, for example, be specific for
antibodies of a certain organism or a certain origin and/or for
a certain form of the antibody, preferably for a certain
1sotype e.g. antibodies of the types IgA, IgM, IgE and/or
IgG, particularly preferred for human IgA, IgM, IgE and/or
human IgG.

Usage in accordance with the mvention can, however,
also be performed 1n other formats, thus, for example, as a
RIA (radio-immunoassay), as an immunoassay (€.g. so-
called lineblots or ELISAs) or in fluid-based procedures
such as HTRF (homogeneous time resolved tluorescence).
Usage 1n accordance with the invention can also take the
form of so-called multiplex assays (assays with other bio-
markers) in combination in the above-mentioned technical
procedures.
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This mvention 1s suitable for demonstrating the presence
of antibodies against a complex used in accordance with the

invention, 1n particular for demonstrating the presence of
antibodies of types IgA, 1gG, IgM and/or IgE, preferably for
demonstrating the presence of antibodies of human origin.

Usage 1n accordance with the invention can be applied for
diagnosis, 1n particular for serological diagnosis, preferably
for the diagnosis of coeliac disease and/or endemic sprue
and/or tropical sprue and/or 1n the early detection of general
gluten intolerance and/or dermatitis herpetiformis.

This invention also includes a kit for the assay or diag-
nosis and/or therapy control of coeliac disease or sprue as
well as of gluten sensitivity, whereby the kit contains a
microbial transglutaminase or 1ts immunologically reactive
parts or analogues, which are present 1n a complex with
gliadin or 1ts immunologically reactive parts or analogues.
In addition, the kit may contain mstructions on using the kit
and/or on the procedure for using the kit in accordance with
the 1vention.

The kit 1s preferably in the form of an ELISA or in
particular a strip test. This means that the kit used in
accordance with the invention includes the complex used 1n
accordance with the invention and, 1f necessary, other com-
ponents for the procedure for usage in accordance with the
invention in a form that 1s suitable for the ELISA and/or strip
test format. In particular, the kit may include the complex
used 1n accordance with the imnvention bound to a test strip.

The kit used in accordance with the invention may, 1f
necessary, contain other components for the procedure for
usage 1n accordance with the mvention. Such components
may, for example, include reaction vessels, filters, solutions,
protein-modified enzymes and/or other agents. In particular,
the kit 1n accordance with the mvention may contain agents

for demonstrating the presence of antibodies, preferably of

human antibodies of the IgA, IgM, IgE and/or of the IgG
type.

In particular, the kit used 1n accordance with the invention
1s suitable for use 1n diagnosis, preferably in serological
diagnosis, with particular preference given to the diagnosis
of cocliac disease, sprue, dermatitis herpetiformis and/or
gluten sensitivity.

The kit used 1n accordance with the invention, if neces-
sary, may contain other agents for the procedure for usage in
accordance with the imnvention and/or for classification of the
coeliac disease or sprue into specific sub-groups (see above,
¢.g. silent, latent or established coeliac disease). Such agents
may, for example, contain tTg antibodies, t1g/gliadin pep-
tide complex antibodies, DGP antibodies, gliadin antibodies
etc.

EXAMPLES

Amino Acid Sequence Alignments

The 1ntention 1s to demonstrate that the microbial trans-
glutaminase (mTG) from Streptomyces mobaraensis and the
human transglutaminase (1TG2) have few similarities at the

sequence level.
For this purpose, the sequences Q3SUCBS (mTG) (SEG ID

NO: 1) and P21980 (TG2) (SEQ ID NO: 2) available 1n the
Uniprot database were compared. A sequence comparison

was performed by means of the “pairwise alignment tool”
EMBOSS available on the internet. The algorithms “needle”

or “stretcher” were used.

As can be seen from FIG. 1A, FIG. 1B, FIG. 2A, and FIG.
2B, there 1s almost no homology between the sequences
used, regardless of which algorithm 1s used. When the
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stretcher algorithm 1s used, the paired alignment between
microbial transglutaminase from Streptomyces mobaraensis
and human tissue transglutaminase has a similarity of only
23.6% and an 1dentity of 14.3%, and when the “needle”

algorithm 1s used, a similarity of only 15.3% and an 1dentity
ol 9.2%.

Competitive Assays

Competitive assays determine whether there 1s a relation-
ship between the formed complex of human tissue transglu-
taminase with gliadin and the complex used in accordance
with the invention. To this end, patient serums that contain
the antibodies against the complex of tissue transglutami-
nase and gliadin mixed with the individual components and
with the complex, formed in accordance with the invention,
ol microbial transglutaminase and gliadin and deposited on
a microtitre plate coated with a complex of tissue transglu-

taminase and gliadin. Via the intensity of a colour reaction,
it can now be determined how strongly each component
contributes to the test result, 1.e. which reactive fraction of
the antibodies binds to the respective components. If the
antibodies not only bind to the complex of human tissue
transglutaminase and gliadin, but also to the other competi-
tors, these antibodies are captured (and can therefore no
longer bind to the microtitre plate) and the colour reaction 1s
less 1n comparison to the reference value. In order to obtain
a reference value, the patient serum 1s directly applied to the
plate coated with the complex of human tissue transgluta-
minase and gliadin.

In order to perform the competitive assay, an
AESKUKLISA tTg New Generation Kit from AESKU.Di-
agnostics was used, which 1s suitable for a separate quan-
titative and qualitative assay of IgA and/or IgG antibodies,
targeted at a complex of tissue transglutaminase and gliadin,
in human serums.

Concentrations of Individual Components:

The components mTG, DGP, tTG and gliadin were used
in concentrations of 0; 0.125; 0.25; 0.5; 0.75 and 1.0 pg/ml
(duplicate assay of the respective concentration was per-
formed).

Each serum was incubated with the respective competitor
and then measured 1n the ELISA standard as per the manu-
facturer’s instructions.

Serums Used:

Coeliac disease serums with the serum numbers 1011,
1020, 1038 and 1045 were used. The serums 1011 and 1038
were predlluted 1:10 with a blood donor serum and then
once again prediluted 1:100 with a sample butler.

The degree of competition was calculated in comparison
to a reference value for each serum. The reference value was
set to 100% and diagrams generated with the aid of
Microsoit Oflice Excel.

Results of the Competitive Assay IgA and IgG:

It 1s apparent that antibodies are absorbed by the indi-
vidual components, see serums 1011 and 1038 (FIG. 3 and
FIG. 4 for IgA and FIG. § and FIG. 6 for IgG). In all four
cases, the addition of the components DGP, gliadin and mTg
has hardly any 1influence on the colour intensity of the
reaction, so that 1t may be assumed that the antibodies 1n the
patient serums are exclusively directed against the complex
used 1n accordance with the mvention.

Measurements of the Formation of Complexes Via
AF4/SEC MALS

The respective complexes were separated via a size
exclusion chromatography (SEC) column or via asymmetri-
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cal flow field-flow fractionation AF4 and analysed via
multi-angle light scattering (MALS).

The measurement using MALS enables a comparison of
the mass distribution contained 1n a sample. With the aid of
the MALS mass comparison, the conversion of the indi-
vidual component gliadin with the respective transglutami-
nase (mTg or t1g) to a complex can be demonstrated.

Addition of mTg results 1n significantly higher masses 1n
comparison to gliadin without mTg

ELISA Analysis of Coeliac Disease Patient Serums

The used coeliac disease serums (N=82) as well as 33
control serums (blood donor) were tested with the following

AESKU kits and on seli-coated plates.
The serums were tested for IgA and for IgG antibodies
against the individual components or complexes.
Aesku Kits:
AESKULISA Glia

AESKULISA DGP

AESKULISA tTg

AESKULISA tTg New Generation

Self-Coated Plates:

Microbial transglutaminase

(Gliadin 1n water

Gliadin with microbial transglutaminase

Purified mTg-gliadin complex

The results of the ELISA are summarised in Table 1. The
concentration of the protein solutions were determined by
means of the OD at 280 nm (assumption: 1 OD=1 ug/ml).

TABLE 1

Excerpts from the ROC analyvsis.

Marker AUC Sensitivity Specificity
AESKULISA 0.95 +/- 0.02 0.87 +/- 0.04 0.93 +/- 0.03
t1e-G

New Generation

AESKULISA 0.671 +/- 0.042  0.65 +/- 0.06 0.89 +/- 0.04
GliaG

mTg-GP 0.89 +/- 0.03 091 +/- 0.03  1.00 +/- 0.00
complex IgG

tTg-1gG ELISA 0.81 +/- 0.04 0.6 +/— 0.06 0.94 +/- 0.03
mTg-IgG ELISA cannot be determined
AESKULISA DGP 0.73 +/- 0.04 0.58 +/— 0.06  0.79 +/- 0.05
IgG

AESKULISA 0.95 +/- 0.02 0.89 +/- 0.04 0.93 +/- 0.03
tl'g A

New Generation

AESKULISA 0.77 +/- 0.04 0.67 +/— 0.06  0.81 +/- 0.04
Glia A

mTg complex IgA 0.90 +/- 0.03 0.69 +/— 0.054 1.00 +/- 0.00
tTg-IgA ELISA 0.87 +/- 0.03 0.62 +/- 0.06  1.00 +/- 0.00
mTg-IgA ELISA cannot be determined
AESKULISA DGP 0.68 +/— 0.04 041 +/- 0.06 0.96 +/- 0.02
IgA

Since no transformation into other units 1s possible for
mTg ELISAs (no established tests), this analysis 1s based on
the optical densities of the assays, whereby the sensitivity/
specificity ratio has been optimised so that its sum 1s
maximised (Youden index).

Due to the selection bias, these values deviate from those
of a clinical study.

As Table 1 shows, the mTg complex ELISAs perform
differently to the other parameters and also differently to the
tI'G-gliadin complex ELISAs. It should be noted, that 1t 1s
not possible to distinguish from pure mTg with the antibod-

ies. It should be noted that although the results of the
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t1G2-glhiadin complex ELISAs were significantly better than
for the mTg-glhiadin complex ELISAs, these were 1n turn
better than the remaiming ELISAs—although the patients
hardly respond to the m'Tg directly. As previously explained,
an epitope similarity between t1G2-glhiadin complexes and

12

In accordance with the above facts, 1t can be assumed that
analogue epitope pairs (e.g. anti-gliadin antibodies vs. DGP
antibodies or anti-mTgase-ghiadin peptide complex
antibodies vs. anti-human tissue transglutaminase complex

A . > antibodies) will exhibit more even rank sums (smaller
mTg-ghadin complexes 1s to be assumed—however, not . . . .
: : : P-value columns) than epitopes, whose titre magnitudes
necessarily epitope equivalence. _ _ _ _
If the complex used i1n accordance with the invention correlate V_‘“ﬂ} the Progtession of t.he (illsease (e:g‘ _am_l'
produces the first immunopotent epitope for a coeliac dis- m?gasg-ghadm peptide complex antibodies vs. anti-gliadin
order, then molecular epitope mimicry can result in the 0 antibodies).
patlel}t’s immune system recruiting antibodies against the Detection of these antibodies enables coeliac disease or
quy.s own tissue transglutaminase in the complex with sprue patients to be identified, who cannot be identified
gliadin and subsequently—as a consequence ol secondary - - - -
. L . . . using one or more other serological diagnostic tests for
molecular epitope mimicry—against epitopes which also e d Thi that with .
recruit tissue transglutaminase, gliadin, gliadin peptides or COCHEAL CQISEASE OF SpIue. LAls Incalls Lar Wit tsage 1
deamidated derivatives (DGPs=deamidated gliadin pep- 13 accordance with the invention, those patients who were
tides). Coeliac disease patients do not appear to form their previously classified as false negative can be 1dentified. In
antibody titres against certain epitopes at any time, but 1t our panel ot 75 coeliac-positive serums, this concerned 8
seems that transient transitions from one of the described serums with an anti-tTg-gliadin complex antibody test, 25
epitopes 1s tormed which perfectly characterises the pro- serums in the anti-gliadin antibody test, 44 serums in the
gression of the.disease whjle-: retaining "iresidual titres”, §ince 20 anti-DGP antibody test and 28 serums in the anti-tTg anti-
a glgtecllli-free diet can result 1n a lower titre of the established body test in relation to the IgA antibodies. The diagnostic
antibodies. . . gap that can thus be closed 1s therefore highly significant
In order to demonstrate the above, a multiple Wilcoxon- Ny . .
Mann-Whitney test (also U test) was conducted as a rank (P-value of 7.4%10e-8 n a Cochrane-Armitage trend test o
sum test on an existing serum panel (75 independent coeliac 5 Fhe trgnd of.the cgmplex “}Se‘i 1 acqordance Wlﬂ_l t;'le
disease patient samples of various nationalities) and the P invention). With the itroduction of the kit referred to in the
values presented as a measure of the differences of the rank claim, an even greater gap can be closed, since the analysed
distribution. Here, the P value—in accordance with the serum panel 1s subject to a selective bias, which leans
Manhattan plot—is logarithmised and its sign inverted (the towards patients who had 1n any case been identified as
more pronounced the rank sum difference of the parameter ,, POSIIVE:
pairs, the higher the column), whereby the horizontal col- The discovery of the complex used 1n accordance with the
umn corresponds to the Bonferroni significance threshold, as invention 1s all the more surprising since virtually no homol-
the most conservative possible correction for multiple test- ogy exists between microbial transglutaminase and tissue
ng. transglutaminase.
SEQUENCE LISTING
<160> NUMBER OF SEQ ID NOS: 2
<210> SEQ ID NO 1
<211> LENGTH: 410
<212> TYPE: PRT
<213> ORGANISM: Streptomyces mobaraensis
<400> SEQUENCE: 1
Met Ser Gln Arg Gly Arg Thr Leu Val Phe Ala Ala Leu Gly Ala Val
1 5 10 15
Met Cys Thr Thr Ala Leu Met Pro Ser Ala Gly Ala Ala Thr Gly Ser
20 25 30
Gly Ser Gly Ser Gly Thr Gly Glu Glu Lys Arg Ser Tyr Ala Glu Thr
35 40 45
His Arg Leu Thr Ala Asp Asp Val Asp Asp Ile Asn Ala Leu Asn Glu
50 55 60
Ser Ala Pro Ala Ala Ser Ser Ala Gly Pro Ser Phe Arg Ala Pro Asp
65 70 75 80
Ser Asp Glu Arg Val Thr Pro Pro Ala Glu Pro Leu Asp Arg Met Pro
85 90 95
Asp Pro Tyr Arg Pro Ser Tyr Gly Arg Ala Glu Thr Ile Val Asn Asn
100 105 110
Tyr Ile Arg Lys Trp Gln Gln Val Tyr Ser His Arg Asp Gly Arg Lys
115 120 125
Gln Gln Met Thr Glu Glu Gln Arg Glu Trp Leu Ser Tyr Gly Cys Val
130 135 140



Gly
145
Phe

Arg

Ala
Tyr
225

ATg

Pro

Gly

ASp

305

ATrg

Trp

Hig

Val

ASp

385

Ala

Val

2la

Pro

ASpP

Ser

210

Leu

Agn

Ser

2la

Ser

290

Arg

Ser

Phe

Gly

Tyr

370

Arg

Pro

Thr

Phe

Ser

195

Val

ASP

Glu

Phe

Val

275

Ser

Gly

Pro

Gly

Agn

355

Glu

Gly

ASP

Trp

Phe

Ser

180

Phe

Met

Agn

ASP

Lys

260

Tle

ASP

Thr

Thr

Ala

340

His

Ser

Ala

Val

Asp

165

Gly

Asp

Asn

Leu

Ala

245

Asp

Gly

Ser
325

Gln

Val
405

«<210> SEQ ID NO 2

<211> LENGTH:

<212> TYPERE:

<213>

PRT

ORGANISM :

<400> SEQUENCE:

Met Lys Thr Phe

1

Ala

Pro

Gln

Gln

65

Phe

Gln

Thr

Ser

Phe
50

Pro

Pro

Gln

Thr

Gln

35

Leu

Gln

Gln

Pro

Ala
20

Gln

Gly

Pro

Pro

Tyr
100

286

Agn
150
Glu

Glu

Glu

Lys

230

ATg

ATrg

Ser

ATg

Leu

310

Pro

Thr

His

Phe

Vval
290

13

sSer
Asp
Thr
Ala
Ala
215
Ser

Asn

Lys
295
Val
Gly
Glu
Ala
Arg
375

Val

Gln

Gly

Arg

Lys

200

Leu

Glu

Pro

Gly

His

280

ASDP

Glu

Ala

Pro

360

Agn

Thr

Gly

Gln

Ala

185

Gly

Glu

Leu

Phe

Gly

265

Phe

Gly

Met

Ser

ASP

345

ASn

Trp

Phe

Trp

Triticum aestivum

Leu

Val

Gln

Gln

Phe

Gln

85

Pro

Tle

ATg

Pro

Gln

Pro
70

Leu

Gln

Leu

Phe

Gln

Gln

55

Ser

Pro

Pro

Val

Pro

Glu
40

Pro

Gln

Gln

Leu

Val
25

Gln

Phe

Leu

Ser

Pro
105

Lys

170

Glu

Phe

Agn

2la

Tvyr

250

Agn

Trp

ASp

Ser

Phe

330

Ala

Gly

Ser

Val

Pro
4710

Leu
10

Pro

Val

Pro

Pro

Gln

S0

Gln
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Pro
155

Agnhn

Phe

Gln

Ala

Agnh

235

Ser

His

Ser

Pro

Arg

315

Val

ASpP

Ser

ASDP

Pro
395

Ala

Gln

Pro

Pro

Tyr

75

Pro

-continued

Thr Asn Arg Leu

Glu

Glu

AYg

His

220

Gly

Ala

ASD

Gly

Glu

300

ASD

Asn

Leu

Gly
380

Tle

Leu

Leu

Gln
60

Leu

Gln

Ser

Leu

Gly

Ala

205

Asp

ASn

Leu

Pro

Gln

285

Ala

Arg

Phe

Thr

Gly

365

Ser

Val

Gln

Val

45

Gln

Gln

Pro

Gln

Lys

ATrg

120

ATg

Glu

ASP

ATg

Ser

270

ASP

Phe

Agn

ASP

Val

350

Ala

Ser

Trp

Ala

Pro
30

Gln

Pro

Leu

Phe

Pro
110

Agn

175

Val

ASP

Gly

2la

Agn

255

Arg

ATy

Tle

Tyr

335

Trp

Met

ASP

Agn

Thr
15

Gln

Gln

Gln

ATrg
S5

Gln

2la

160

Gly

Ala

Val

Ala

Leu

240

Thr

Met

Ser

Pro

Pro

320

Gly

Thr

His

Phe

Thr
400

Thr

Agn

Gln

Pro

Pro

80

Pro

Gln

14



Pro

Gln

Pro

145

Ser

Hig

Gln

Pro

225

Gln

Agn

Pro

Ile

Gln

130

Gln

Gln

Agn

Gln

210

Leu

Gly

Leu

Ser
115

Gln

Met

Val

His

Val

195

Pro

Gly

Ser

Ala

Cys
275

Gln

Gln

ASP

Leu

Leu

180

Val

Ser

Gln

Val

Leu

260

Thr

Gln

Gln

Val

Gln

165

Trp

His

Ser

Gly

Gln

245

Gln

Ile

Gln

Tle

Val

150

Gln

Gln

Ala

Gln

Ser

230

Pro

Thr

Ala

15

Gln

Leu

135

Leu

Ser

Tle

ITle

Val

215

Phe

Gln

Leu

Pro

Gln

120

Gln

Gln

Thr

Pro

Ile

200

Ser

ATy

Gln

Pro

Phe
280

Gln

Gln

Gln

Glu
185

Leu

Phe

Pro

Leu

Ala

265

Gly

Gln

Tle

His

Gln

170

Gln

His

Gln

Ser

Pro

250

Met

Ile
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Gln

Leu

Agnhn

155

Leu

Ser

Gln

Gln

Gln

235

Gln

Phe

-continued

Gln

Gln

140

Ile

Leu

Gln

Gln

Pro

220

Gln

Phe

ASn

Gly

Gln

125

Gln

Ala

Gln

Gln

205

Leu

Asn

Glu

Vval

Thr
285

We claim:

1. An 1n vitro method for diagnosis of a disease and/or
monitoring the treatment of the disease comprising:

obtaining a body fluid sample from a subject 1n need of 35

diagnosis and/or monitoring;

contacting a complex of (a) a microbial transglutaminase

and (b) a gliadin or glhiadin peptides with the body fluid
sample; and

Gln

Gln

His

Glu

Gln

120

Gln

Pro

Glu

Tyr

270

Agn

using the complex of microbial transglutaminase and a 40

gliadin or gliadin peptides to identily the presence of

antibodies 1n the body fluid sample which bind to the

complex;

wherein the subject 1s 1dentified as having the disease
when antibodies which bind to the complex in the
body fluid sample are 1dentified,

wherein (a) comprises the amino acid sequence of SEQ)
ID NO: 1, and (b) comprises the amino acid
sequence of SEQ ID NO: 2,

wherein the disease 1s selected from the list consisting
of coeliac disease, sprue, and gluten sensitivity; and,

wherein the antibodies which bind to the complex
formed from microbial transglutaminase and gliadin

45

50

Gln

Leu

Gly

Leu

175

2la

Gln

Gln

Gln

Ile

255

Tle

Gln

Tle

ATrg
160

Tle

Gln

2la
240

Pro

16

or gliadin peptides are detectable even before anti-

bodies produced against a complex of tissue trans-
glutaminase and gliadin are detectable.

2. The method of claim 1, wherein the antibodies are

selected from the group consisting of human IgA, 1gG, IgM,

and IgFE.

3. The method of claim 1, wherein the antibodies are
polyclonal antibodies or monoclonal antibodies.

4. The method of claim 1, wherein the antibodies are
selected from the group consisting of anti-tTg2 antibodies,
anti-t1g/ghadin peptide complex antibodies, anti-DGP anti-
bodies, anti-EMA antibodies, and anti-ghiadin antibodies.

5. The method of claim 1, wherein the identifying the
presence ol antibodies 1s an immunoassay.

6. The method of claim 5, wherein the immunoassay 1s
selected from the group consisting of ELISA, RIA, and
fluorescence immunoassay.

7. The method of claim 1, wherein the i1dentifying the
presence of antibodies 1s performed 1n a liquid phase.

8. The method of claim 1, wherein the i1dentifying the
presence of antibodies 1s performed 1n a solid phase.
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